& é % % iﬁﬁ Nov. 20, 2017, 44(11): 27412747

Microbiology China http://journals.im.ac.cn/wswxtbcn
tongbao@im.ac.cn DOI: 10.13344/j.microbiol.china.170184

x5k

[FERzENEEIRERRIER
i BREEK

( 710069)

W OE: A 1992 FHT ME 5 H Y REEG FisZ B THEEO Rkl k, MEkMSeimE
WM E R EAOREIN. REZEN T OE R REEG ZEH FtsZ. CetZ. TubZ #F= BtubA/B % .
CANEHME &G LA AW ZBLEM, 7T VA4 A & &v_5'- = BB (Guanosine triphosphate, GTP)
BIREBRIF I LARR LT Yo bb M) BLRIRB LT L. WA M IRERRKREM, £
Mmooy, BFEWREE. REsBE R T2 AP RETEMHR.

KHIR: @mie g R, WMEEE, FtsZ, CetZ, TubZ, BtubA/B

Progress in prokaryotic tubulin homologues
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Abstract: The first bacterial cytoskeletal protein FtsZ, a bacterial tubulin homologue, was found in
1992. After these 25 years of research, more bacterial cytoskeletal proteins were identified. The
prokaryotic tubulin homologues include FtsZ, CetZ, TubZ and BtubA/B. X-ray crystal structures
have confirmed that they have similar structures. In the presence of GTP, they assemble into different

polymers, such as single filaments, double helix filaments or bundles. These filaments conduct many
different important functions including cell division, controlling cell shape and plasmid partition.
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