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WA, MEmATHRETD REANGERAFGIRTREZMHA. KRIAHERRRUHARA
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S AAE R TR BFRETH A BN CTRBA)AE— R RR B E R4 R, £90d
B R EEMAES, 2T 16S TRNA A V3-V4 R 347 PCR 47 347 %38 805, F 4 PICRUSt i
R BB AT, (LR FRIE, BEEDRYEFAE, HODREREALT.
IRBAA AR E., AN FEIFE] 144 258 £A A5G, 179 A OTU, H#F & 10 411
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Brevundimonas (12.3%) Myroides (10.3%). # T 16S rRNA & F & 7|6y fe FUml &, ERXK
LT, FHEENGHOERARKAEE L. [L£] SEENFBTTHLRRLHEL
ABHG T RMHE RN SN, IXRNEHRIE T 5B A EMRATH G @B BA 48

KRR RACH, HhR, NG, WiEGBLH

Gut microbiota of polystyrene-eating mealworms analyzed by
high-throughput sequencing
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Abstract: [Objective] Recently, researchers reported that polystyrene—eating mealworms (7Tenebrio
molitor) can degrade plastic and the key point might be gut microbiota, which may open a new way
to solve the global plastic pollution problem. We try to explore the structure of microbial
communities in the polystyrene-eating mealworms’ gut. [Methods] Mealworms were divided into 2
groups fed with polystyrene or paper for 90 days. After that, bacterial community structure of their
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gut microbiota were studied by high-throughput sequencing targeting V3—V4 regions of 16S rRNA
gene. PICRUSt was used to predict the community function based on their 16S rRNA gene
sequences. [Results] In total, 144 258 high-quality sequences and 174 OTUs were obtained, which
were classified into 111 genera in 10 phyla. The three most dominant bacterial genera in
polystyrene-eating mealworms’ gut were Alcaligenes, Brevundimona and Myroides, ranked by the
relative abundance. The genes related to aromatic compounds degradation were significantly
enriched in the polystyrene-eating group. [Conclusion] The result indicated the diversity of bacterial
community in the gut of polystyrene-eating group, which may guide the isolation of the bacteria that

can degrade polystyrene.

Keywords: Polystyrene, Mealworm, Biodegradation, Gut microbiota structure
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Figure 1 Polystyrene-eating behavior of mealworms (7.
molitor)
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Figure 2 Shannon diversity index curves
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