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Identification and susceptibility test of pathogenic Aeromonas veronii
isolated from Siniperca chuatsi
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Abstract: [Objective] To determine the cause of death for Siniperca chuatsi and screen sensitive
drugs, a dominant bacteria WJ2014-1 was isolated from the liver of sick S. chuatsi. This study will
provide reference for further prevention and treatment of Aeromomas veronii in S. chuatsi.
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[Methods] The pathogenic bacteria were isolated and purified from the liver of S. chuatsi. And the
identification of phenotypic information of the strain WJ2014-1 was conducted, including the
biochemical identification and 16S rRNA gene sequence determination. Antimicrobial susceptibility
test was conducted by disk diffusion technique. [Results] The results of artificial infection tests by
using WJ2014-1 to infect S. chuatsi displayed that the prevalence of symptoms and spontaneous
onset symptoms were the same. According to morphological and biochemical characteristics as well
as the result of 16S rRNA gene sequence analysis, the isolated strain WJ2014-1 was A. veronii.
WJ2014-1 was susceptible to sulfamethoxazole, doxycycline, roxithromycin, cefotaxime, piperacillin
and other 21 kinds of antibiotics. Meanwhile, it showed resistance to chloramphenicol, norfloxacin,
nalidixic acid and other 9 kinds of antibiotics. [Conclusion] The isolated bacterial strain WJ2014-1
was pathogenic to S. chuatsi, and prevented by administering drugs such as sulfamethoxazole,
doxycycline and roxithromycin in fisheries production.

Keywords: Siniperca chuatsi, Aeromonas veronii, Identification, Susceptibility test
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Table 1 Main biochemical characteristics test results of the isolate WJ2014-1

Characteristics WJI2014-1  ATCC35624 | Characteristics WIJ2014-1 ATCC35624
Glucose + + Malonate - -
Lactose Simmons citrate =
Maltose + + Phenylalanine
Mannitol + + Melibiose + -
Saccharose + + ( ) Peptone water + +
Sorbitol + - Ornithine decarboxylase - -
Dulcitol - - Lysine decarboxylase
Rhamnose + - Arginine decarboxylase
Inositol - - Amino acid decarboxylase control - -
Hydrothion + - Arginine dihydrolase + +
Acetamide - Arginine dihydrolase control - -
Salicin - - ! () Nitrate (Reduction) + +
Urea = =
+ - .
Note: +: Positive; — Negative; -: Not record.
9] [12] 99% (1)
WJ2014-1 16S
2.4 16S rRNA EEFFI5 47 IRNA
(WJ2014-1) 16S rRNA (Aeromonas) (A4. veronii)
1451 bp GenBank KF413415 25 LR
NCBI BLASTn 39 2
WJ2014-1 (KJ650080
FJ940798 KF358430) 21

Aeromonas veronii (F1940798)
Aeromonas veronii (KJ650080)
Aeromonas veronii bv. veronii (NR_118947)

99| Aeromonas veronii (KF358430)
WIJ2014-1 (KF413415)
Aeromonas veronii (KF661547)
Aeromonas veronii (HQ407242)
Aeromonas veronii (FI711771)
Aeromonas schubertii (NR_037014)
100" Aeromonas schugertii (NR_119043)
Aeromonas jandaei (NR_037013)
99 | Aeromonas jandaei (NR_119040)
Aeromonas sobria (NR_037012)

91
70 Aeromonas sobria (NR_119044)
Aeromonas salmonicida (NR_119042)
99 Aeromonas salmonicida subsp. smithia (NR_025295)
Aeromonas caviae (NR_029252)
65 Aeromonas media (NR_119041)
991 Aeromonas hydrophila (NR_113342)
97 Aeromonas hydrophila (NR_115183)
—
0.002
1 9 EE WJ2014-1 16S rRNA EEFFI 4 Fi# (L

Figure 1 The phylogenetic analysis based on 16S rRNA gene sequence of WJ2014-1
GenBank Bootstrap

Note: Numbers in parenthesis represented GenBank accession number; Numbers at the branch points indicated the bootstrap values.
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Table 2 Drug susceptibility test results of the isolate WJ2014-1

Inhibition zone Inhibition zone

Antibacterials (mm) Sensitivity Antibacterials (mm) Sensitivity
Amikacin 19+0.01 I Doxycycline 25+0.31 S
Gentamicin 13+0.03 R Norfloxacin 7+0.05 R
Tobramycin 12+0.21 R Nalidixic acid 740.10 R

Neomycin 17+0.06 I Acetylspiramycin 7+0.09 R
Novobiocin 19+0.26 I Spectinomycin 7+0.02 R
Tetracycline 16+0.08 I Cefradine 15+0.21 1
Chloramphenicol 7+0.15 R Ofloxacin 17+0.18 I
Erythrocin 16+0.23 I Ciprofloxacin 26+0.38 S
Medemycin 16+0.31 I Minocyline 25+0.24 S
Lincomycin 18+0.18 I Lomefloxacin 27+0.19 S
Sulfamethoxazole 28+0.43 S Aztreonam 3140.46 S
Furazolidone 27+0.39 S Fleroxacin 30+0.39 S
Vancomycin 10+£0.27 R Cefoperazone 29+0.28 S
Cefalotin 12+0.24 R Clarithromycin 21+0.20 S
Enoxacin 26+0.35 S Levofloxacin 27+0.25 S
Roxithromycin 21+0.26 S Cefalexin 2840.32 S
Enrofloxacin 27+0.26 S Fosfomycin 38+0.40 S
Teicoplanin 27+0.35 S Cefamandole 31+0.37 S
Cefotaxime 28+0.19 S Polymyxin 28+0.28 S
Piperacillin 26+0.28 S
S (d>20) I (14<d<20) R (0<d<14).

Note: S: Denotes high sensitivity (d>20); I: Denotes moderate sensitivity (14<d<20); R: Denotes low or no sensitivity (0<d<14).
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