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Advances in studies of FluG-BrlA pathway involved in asexual
developmental mechanisms of Aspergillus nidulans
BAO Long-Fei QIN Yu-Qi" QU Yin-Bo
(State Key Laboratory of Microbial Technology, Shandong University, Jinan, Shandong 250100, China)

Abstract: Aspergillus nidulans is a filamentous fungus used as a model system for asexual
developmental mechanisms study. Taking research of the FluG-BrlA pathway involved in Aspergillus
nidulans asexual developmental as the starting point, we summarized current understanding of the
asexual developmental including the central regulatory pathway genes (brld, abad and wetA), the
central regulatory pathway modifiers (stud and medA) and the central regulatory pathway activators
(fluG, flbA—E), as well as the genetic model for related genes of Aspergillus nidulans conidiation.
This review can be used as references for researching asexual developmental mechanisms of other
filamentous fungi.
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Figure 1 Genetic model for regulation of Aspergillus nidulans conidiation
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