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Research progress on 89K pathogenicity island of
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Abstract: The pathogenic mechanism of Strepfococcus suis serotype 2 is still unsolved.
Pathogenicity island not only gives pathogen special ability of pathogenic but also plays an
important role in bacterial evolution process. Thorough analysis of the functional genes in 89K

pathogenicity island contributes to a more comprehensive grasp of the characteristics of

EE£WB: ERHARRFHIESTHNo. 31170124, 30972638, 81071317, 81171527, 81172794); {174 H kR34
PRI H (No. BK2011097, BK2011098)

*BIIEE: Tel: 86-25-80867003; IX: science2008@yahoo.com.cn
Wim B HI: 2012-08-30; ##% HHA: 2012-10-24



1488 WA Y 24 Microbiol. China

2013, Vol.40, No.8

Streptococcus suis serotype 2. This paper summarized the structure and evolution process of

89K pathogenicity island and the research progress of domestic and foreign, including in

two-component signal transduction system, type IV secretion system, ATP-binding cassette

transporter protein, toxin-antitoxin system and other important genes, trying in gene level to

find a breakthrough in pathogenesis of Streptococcus suis serotype 2.
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Fig.1 General structure of PAI
E: DR: [ A ine: BEAREIEN; 1S: AJFS; Vi-Va: 3R

Note: DR: Direct repeat; int: Integrase gene; IS: Insertion sequence; V,—V,: Virulence gene.
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ICPHMER TR ILH 1IV B RGN AR K
HRMPATNTEN . HFE) B R E R e
PRIEAT B B HERT, SChs Bt ERE B — 1
BIBORL e AU AT BV TRAAR, FEFAL T
WA =S B BFETE PALsox P35 B
15bp WIEMELE P, FXBJFIIR kAT S

M EIREL, KA i e, BEEEERE 172,
2.3, 7 K9 BICUESE A A X BRI, 11
RINESEAN 3% B P

2 SS2 PAlgk ShEBH MR

Uit B PALyox fR5FIX 5 DNA F Bty
VIBT G FOKPRRAROG, ARRSFX FES 5T
iz | SRS . EYE BT
Mz PAlsox o5 21 5 BURTEAH C I 3 R 40 47,
2 HIUE SRR RG34 AR VAL
Y. 34 ABC Hiz R4 . HEDHRRS.
W BTIREG . BEER R IR dnfid D 45
21 ZalESESARL

— 0 5% 5 & 4t (Two-component  signal
transduction system, TCSTS)Z/) 1Z A& T4 E
1B IS AL AL o e T e R e T A
Y, REIE I R G YIRS R AR P A0 25 Rl
IS AR AL, T TR T A P B R R G D) 5 B
it FE L,

http://journals.im.ac.cn/wswxtbcn



1490 WA Y 24 Microbiol. China

2013, Vol.40, No.8
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%P VirB4 [R] PR ) T4SS KE R 45 56 HE N
05SSU0969, A5 e Pl bR 58 AR K 5, & BLH B¢

http://journals.im.ac.cn/wswxtbcn

F1 5 EP AR LA RS, X RIZIE R E
FEEAE L S R IAHOC, AIRES SRR IrT)
iz, A HAR bR . XTEE 05SSU0969 il
05SSU0973 #ATRIER, 433k 1F virD4-89K Al
virB4-89K L S AFKR, 45 R b R B Mk A0 B
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FER-PUEE R A4 (Toxin-antitoxin system, TA)
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KB TA A1 S 53 KA e g i,

05ZYH33 FEHATFINZAHTA 4 X TA RE
FETE, Hr 05SSU0936-0937 J K i (1) TA 258
17T PAlgox N, S5ALMEEBR T Epsilon-zeta {9 11 7!
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