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the prevalence of resistance genes in Salmonella Indiana from chicken. [Methods] The sam-
ples were isolated from chicken hatcheries, farms and slaughterhouses in Shandong Province.
The isolates were identificated and tested the drug susceptibility, designing primers for the re-
sistance genes of chloramphenicols in strains were detected by PCR and sequence analysis.
[Results] The results showed that the isolation rate of Salmonella Indiana was 23.28%. The
resistance rates of Salmonella Indiana from hatcheries, farms, slaughterhouses to chloram-
phenicol were 50%, 83.33%, 93.30%, florfenicol were 83.33%, 100%, 100%, thiamphenicol
were 63%, 65%, 77% respectively. In 80 chloramphenicols resistant strains, 54 strains had de-
tected catAl gene, 74 strains had detected floR gene, and the 5 strains had detected cmlA gene.
[Conclusion] These results indicated that the resistance rates of Salmonella Indiana to
chloramphenicols were different from hatcheries, farms and slaughterhouses. The catAl gene
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and floR gene were widely existed in chloramphenicols resistant strains.
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Table 1  Primer sequences of resistance gene of Salmonella

YA EMIE i 245 3 Al L7l 52l KN
Antibiotic type Resistance genes Primer sequence (5'—3’) Accession No. Size (bp)
CATTCACCCGACGCACTTT
catAl TATCACTTATTCAGGCGTAGCAC v e
GAACACTTTGCCCTTTATCGTC
e TCCTGCTGAAACTTTGCCATCGT AGETE i
. TGZTGAGTTGAGAATGGCGATA
Chloramphenicols catA3 GAGAGCGGCAATAACAGTCTA X07848 358
GCGGGCTATCTTTGCGTTTC
ey AAGTAGACTGCCGTGACCGTTCC i35 859
HoR TCCTGAACACGACGCCCGCTAT AJP51806 062

TCACCGCCAATGTCCCGACGAT

%2 FRRESIKRESEE

Table 2 Percentage of Salmonella isolated from different sources
HHRETE Source of strains (No.) 1MyE% Serotype TEFREL 1solates SrES#R Separation rate (%)

Hatchery (120) Salmonella Indiana 24 20.00
Farms (120) Salmonella Indiana 26 21.67
Slaughterhouse (136) Salmonella Indiana 30 22.06

http://journals.im.ac.cn/wswxtbcn



1228 WAEY) #iE 4 Microbiol. China 2013, \ol.40, No.7

*3 B0MIDITREMIBRLANMR/MIERE

Table 3 MIC of 80 Salmonella isolates to the chloramphenicols

254) PEEARME Assessment standards SLEEER Results
Drugs R I S R I S
Resistance (%)  Intermediary (%)  Sensitive (%)  Resistance (%) Intermediary (%)  Sensitive (%)
Chloromycetin =32 8-32 <8 76.25 (60/80) 1.25 (1/80) 1.25 (1/80)
Florfenicol =16 4-16 <4 95.00 (76/80) 0 5.00 (4/80)
Thiamphenicol =32 8-32 <8 71.25 (57/80) 23.75 (19/80) 5.00 (4/80)
12 - [0 Chloromycetin [ Florfenicol M Thiamphenicol
1.0
8
s 08
=
g 06
g o4t
0.2 r
O 1
Hatchery Farms Slaughterhouse

Source of strains

1 FRRIFENERWPTIREMEEREAYMIT LR

Fig. 1 The resistance rates of Salmonella Indiana to chloramphenicols from different places

23 MZHEE RN 3 Wit
75 80 HRAB R KM G Bk, 54 1k
PN ZY 950 bp B B, S MIFMTS catAL AL IFRA R ASRHES . Fr5EY

LD RIUEME H 100%, BAPESR N 67.5%; A 74k FUEELINEG I 80 PRENERLANIDITINA, Witk
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Table 4 Positive rate of resistance genes in resistant strains

it/ TiEf 245 TR AR A [GESE TS BH T A A PR
Drugs Number of resistant strains Resistance genes No. of positive strains Positive rate (%)
catAl 54 67.50
Chloramphenicols 80 floR 74 92.50
cmlA 5 6.25
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