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Abstract: Microbial degradation of environmental pollutants is a hot research field in
environmental protection. Comamonas are able to degradate most environmental pollutants
excellently. This paper reviews the degradation characteristics and metabolic pathway of some
isolated Comamonas for different pollutants, and analyzes the influence of various conditions
to the Comamonas. At last, the present situation and potential applications of Comamonas for
degradation of environmental pollutants are introduced.
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Table 1 The Pollutants degradation characteristics of some Comamonas

Wit i)

Degradation substrate

W fit 1)

Degradation product

AR KR

Strain type Original place
Comamonas sp. UVSE! 7R B o=
Comamonas sp. CNB1E! EMETE e
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Comamonas sp. E6™Y 13
Comamonas sp.*? 13
Comamonas testosterone YW-11! PG

HEAR R G Y
Comamonas testosterone A3M
KA IR R 5

Comamonas testosteroni KF-1% /
Comamonas testosteroni KH122-3s!6! /
Comamonas testosteroni Pb50™" Jrd &
Comamonas testosteroni Q101! T
Comamonas testosteroni TA4411 /
Comamonas testosterone A% +4
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Note: /: No explanations in the reference.
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Aniline dioxygenase

it A R SE LAY o
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B, ARy 2,3-RUMNARE . -5k R
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HHEAR, WE 1R,
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Ff 3-FH BLmEnik(3-MQL) AR 4 £ B4 1
A~ 3-MQL FEFAL S | 1 AP B I ] AN ) (H 5
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Catechol-2,3-dioxygenase

S OH
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0, NH; ({’ CHO
NAD*
Dehydrogenase
NADH
(0]
OH 0 H,O Decarboxylase
B S — /
CH, COOH CH, COOH COOCl?OH
CO,
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+ —> TAC

Pyruvate

1 Comamonas acidovorans AN3 P&z 7 B2 B 4X 51 iR 1%
Fig. 1 Metabolic pathways of aniline degradation by Comamonas acidovorans AN3
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Fig. 2 One possible metabolic pathways of 3-MQL degradation by Comamonas testosteroni Q10
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