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Applications of modern microbial identification technology
in research of aguaculture environment
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Fisheries College, Jimei University, Xiamen, Fujian 361021, China)

Abstract: Pollution of the aquaculture environment has been a serious problem for the future
development of aquaculture industry. Because of the significant importance of microorganisms
in the environment of aquaculture, this paper provides an overview of modern microbial recogni-
tion technology from the technical aspects. According to the targets, the microbial recognition
technology was divided into two types: one targetting nucleotides of microorgansims, the other
targetting the surface antigens of microorganisms. The application of the two technologies was
also summarized in the present paper, which could provide a reference for the improvement of
aquaculture environment and the control of the disease in the aquaculture animals.
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A2 T K= S5 W fa R A i, X SR A A5
KSR AR T R G o BRI, PG SRR A
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HZL SRR, I KRR SUAS )12 N

1.1.1 16S rRNA #K: 16S rRNA £ A JH T 20
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16S rRNA SEATREYRE I, A LA A A
BEE: © RBUEE DNA BAECFREN Tt st
R ZFEE, AFFEUENER AR DNA $2HU5
PR A R ol 51, AR Bk
25 @ B PCR i TRIIRIG Y S
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Table 1 Various microorganism recognition technologies in detection of microorganisms in aquaculture
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Recognition technology
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Microorganisms for detection
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Advantages and disadvantages
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Gene chip
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