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The functional characterization of Potyvirus-encoded P3 and
P3-PiPo protein
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Abstract: Potyvirus belonging to family Potyviridae, is the largest plant virus family, which
can be responsible for severe economic losses to agriculture world-wide. P3 protein of poty-
viruses show relatively low homology in compared to other proteins among potyviruses and
multi-functional, related with virus replication, infection, resistance and cell-to-cell movement.
P3-PiPo, the newly found SMV-encoded protein, is an overlap protein produced via ribosomal
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frameshifting or transcriptional slippage at a highly conserved within the P3 cistron and play a

key role in viral cell-to-cell movement. The functional characterization of potyvirus-encoded

proteins supported the understanding of potyviruses, and promoted the research of potyviruses

infectious and resistant mechanisms.

Keywords: Potyvirus, P3 protein, P3-PiPo

LLEATE Y Y 5E)E (Potyvirus) @ T S8 Y iR
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30% VFZFPAE TS ] P Al A= 77 i R
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pox virus), AJRFREEG i (Papaya ringspot virus)
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HAAZRAMAT D RE, 752 HAh a2
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i EE 11 S 25 = I BARRRZE TR, A AT R
ML R FIAIR P3 7E Potyviruses 1744 F
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P3-PiPo & P3 BN A MBS EH,
FI8% 7 3 22 JLH4EXT Potyviruses Zwfi 10 N2 H
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FIATL S B 1Y) AN 42
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Table 1 Virus name and its abbreviation

JRBEAL PR i TGS
Virus Abbreviation Chinese name

Cowpea mosaic virus (Comovirus) CPMV GINGRI Al
Plum pox virus (Potyvirus) PPV ES A
Papaya ringspot virus (Potyvirus) PRSV AN IRABE G
Pea seedborne mosaic virus (Potyvirus) PSbMV Wi 5 LA B
Potato virus A (Potyvirus) PVA T A e
Potato virus Y (Potyvirus) PVY DREY e
Soybean mosaic virus (Potyvirus) SMV KL 7
Soybean mosaic virus G2 (Potyvirus) SMV G2 KEAEETE G2 R R
Shallot yellow stripe virus (Potyvirus) SYSV B AT
Tobacco etch virus (Potyvirus) TEV JHE A
Turnip mosaic virus (Potyvirus) TuMV JEH AL
Tobacco vein mosaic virus (Potyvirus) TVMV R R R EE S 7
Turnip yellow mosaic virus (Potyvirus) TYMV JoH E AL B
Zucchini yellow mosaic virus (Potyvirus) ZYMV INTEE AR B
Wheat streak mosaic virus (Potyvirus) WSMV INESAEM TR
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