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Abstract: A cellulose degrading strain DSH was isolated from the sediment of Dianshan Lake, Huangpu
River, Shanghai. Basing on morphology, biochemical and physiological characterization, DSH was charac-
terized as Bacillus cereus. A phylogenetic tree was constructed with the published 16S rRNA sequences of
relative bacteria species. In the phylogenetic tree, the DSH strain is in a new branch which has the closest
relative to Bacillus cereus strain JBE0004 with 99.78% sequence similarity. The generation of cellulose was
closely correlated to its growth rate. The highest cellulose activity of DSH strain was 4.58 U/mL when
grown at 37°C, pH 7.0 for 66 h.
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1.3 EFE

7B 5 5 (g/L): CMC-Na 20, (NH4),SO,4 1.5,
Na,HPO, 2.5, KH,PO, 1.5, MgSO47H,0 0.3,
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Fig.1 SEM image of strain DSH
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Fig. 2 Colony image of strain DSH

2.2 HIBANELEFAE

B QAL R Y], Wk DSH A 22 [
P . Bk DSH RETE Z Rl AR 4K, BB A 25 0
FWE . FUBE . P FURE RN ZEEAE i — R IR A T AR
Ko o ity 520 B, ARCP T S0 B o AR <11
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FH PCR R, W4 3 i ##k DSH 1Y 16S
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TR, 45 R /RE 16S rDNA F45 Bacillus
cereus strain JBE0004 (FJ982654)) 3% % X R i ikt
FHLEE S 99.78%. LA 16S rRNA JE K 551 [R] P54 Sy
IR E R G L EW(E 3). Hitk DSH 5 Bacillus
Ja& 1 5 50 A e v i R, (R R Gk & R LA
FE— BB 43 32, D] bk DSH ELA AR X1l T 1
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DSH J= B e (A KB, DUR W JL2F 4 R o0 [
NI, S0 SN AR R R A, R e AT
W% 70 LA E N 100%, FHAE S 1 o %o I 2 4
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Escherichia coli (EF067835)

DSH (GQ927755)

Bacillus cereus strain JBE0004 (FJ982654)

Bacillus cereus strain PHECC-1 (FJ227501)

{ Bacillus sp. 4CCS8 (GQ383905)

Bacillus sp. cp-h43 (EU558976)
Bacillus cereus strain PEBC0801 (FJ685763)

Bacillus cereus strain HB12 (FJ040806)

Bacillus cereus strain 0-9 (FJ803926)

B3 DSH E#H 16S rRNA BEEFIIRE X ER
Fig. 3 Phylogenetic tree derived from 16S rRNA gene sequence of DSH strain
W F55 N GenBank #t5.

Note: The number in the bracket denotes the GenBank accession number.
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Fig. 4 Effect of temperatures on the activity of cellulase
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(1) DN T VL 1L T8 7 A JES DL R A v 0 35 4
P B —BR LT R WA bR, 20580 IR ZF AT
W, 44 A Bacillus cereus sp. strain DSH,
(2) Btk DSH 7 £F 4 2 Wl i) de 4 SO it B8 25
o 37°C, FeAEN pH 2 7.0, 77 LR 4l R G ) de
HBLAE & B 66 h )i, 1% 4.58 U/mL.
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