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Abstract: Candida glycerinogenes WL2002-5 is an osmotolerant yeast used for the commercial production
of glycerol. TRP1 gene of Candida glycerinogenes (CgTRP1), encoding phosphoribosyl anthranilate isom-
erase(PRA1) was cloned by complementation of the trpl mutation of Saccharomyces cerevisiae W303-1A.
Sequence analysis revealed the presence of a 735 bp open reading frame(ORF) encoding 244 amino acids
protein, which shares 32.9 %~49.2% amino acids sequence similarity to PRAI proteins from other species of
Saccharomycetales. Functional analysis reveal, high copy number of CgTRP1 can complement the trpl mu-
tation of S. cerevisiae completely, but low copy number of CgTRP1 can only partially complement the trpl
mutation. Downstream from CgTRP1 was found a gene highly similar to IPP1 gene which encoding inor-
ganic pyrophosphatase. The nucleotides have been deposited in the GenBank database under accession No.
EU078909.
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Table 2  Similarity of amino acid sequence between
> PRAI from C. glycerinogenes and other yeast
’ Accession No. o
CgTRP1 Source of the genes Similarity(%)
i | i E 1
(CgPRAI) Candida glycerinogenes U078909 00
Pichia pastoris CAA04452 49.2
PRAI , CgPRAI .
Saccharomyces cerevisiae CAE 52201 48.3
PRAI > Zygosaccharomyces bailii CAC37331 48.3
Saccharomyces kudriavzevii AAU43745 47.3
FHARLBEETIRERXSNFERBFEASH Yarrowia lipolytica CAG82847 46.7
A X MRS T 5 LR Candida albicans EALO00157 457
Table 1 Comparison of unused non-stop codons )
and nucleotides flanking ATG of the genes from Lodderomyces elongisporus EDK43275 45.1
C. glycerinogenes Pichia anomala AAO19636 44.8
ORF (bp) ATG . Pichia stipitis EAZ63723 44.6
Non-stop Length of Nucleotide se- Debaryomyces hansenii CAG84883 43.9
Gene d ORF (bp) quence around )
e p ATG Candida glabrata CAG58259 42.1
CgTRP1 5 735 TAGATGG Arxula adeninivorans CAK11516 41.9
CgURA3 10 789 AGGATGG Kluyveromyces lactis CAG99832 40.3
CgTPIL1 16 753 ACAATGG Eremothecium gossypii AAS52698 40.1
CgENO 20 1314 ACAATGT Pichia guilliermondii EDK39528 39.5
CglPP1 20 858 ACAATGA Kluyveromyces maxianus ABB69702 38.2
CgL41 29 321 AAAATGG Lipomyces starkyii CAA92584 329
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Fig. 2 The phylogenetic relationship of PRAI proteins of Saccharomycetales
: 10% .
Note: Length of the bar represent 10% sequence diversity.
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