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PCR-SSCP Analysis of the Pronucleus Microbial
Communities in Luzhou-flavor Daqu
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(Liquor-making Biotechnology & Application Key Laboratory of Sichuan Province, Sichuan University of Science &
Engineering, Zigong, Sichuan 643000, China)

Abstract: PCR-SSCP (single-strand conformation polymorphism) was used for studying the community
changes of pronucleus microorganisms in various fermenting stages of Luzhou-flavor Daqu. The results
showed: (1) The pronucleus microorganism’s community was similar and also had the polymorphism in each
simple of various fermentation stage; (2) Different microflora had complex ecology effects of coordination
and the restriction; (3) The diversity indexes of different stage of Daqu microorganisms were around
1.69~2.01, and the composition of them was stable relatively; (4) The similarity indexes were 0.67~1.00,
and much higher in the approaching stages.
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Fig. 1 PCR products of 16S rDNA fragment of pronucleus h
microbes

Note: 1: DNA marker DL2000; 2~8: Fermenting for 1 d, 3 d, 5 d, >
7d,9d,20dand40d.

254% b

40d 204d 9d 7d 5d 3d 1 d
, 4.9% f
7 2 b
d g i )

B2 KREBRKHEZBEY SSCP SR
Fig. 2 Results of SSCP of pronucleus microbes in Daqu
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Table 1 Abundanee ratio and degree of dominanee about SSCP bands of pronucleus microbes in Daqu samples

1d 3d 5d 7d 9d 20d 40d
Index
®) 6 8 8 8 6 6 7
Abundance (S) Band
a 15.6 11 12.9 12.6 14.7 15.2 14.4
b 6.4 4.9 7 5.5 7.1 7.8 5.6
© - 8.5 7 11.4 9.8 9.1 10.4
d 14.4 6.4 8.1 7.5 - - -
0,
. (%) e 15.6 17 14 15.4 17.9 18.2 16
Dominance (%)
f = = = 15 - - -
g 19.6 12.7 14.8 10.6 = = 13.2
h 28.4 22.3 23.6 22 25.4 18.2 22.4
i - 17.3 12.5 — 25 31.6 18
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Fig. 3 The changes of different position SSCP bands with

time in Daqu samples
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Fig. 4 Shannon-wiener diversity index of different Daqu
microbes
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7 0.86 0.88 0.88 1.00
SSCP
9 0.67 0.71 0.86 0.71 1.00
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