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Abstract: SYPS-062 was an L-serine producing strain stored by our lab, which could directly produce
L-serine from sugar. According to morphology, physiological and biochemical identification and 16S rDNA
sequence, SYPS-062 was identified as Corynebacterium glutamicum. And the effect of different carbon
source for the SYPS-062 and Corynebacterium glutamicum ATCC13032 fermentation were studied. The
experiment result showed that the sucrose was 60 g/L, the yield of L-serine and biomass reached the maxi-
mal value, 6.6 g/L and 8.1 g/L respectively.
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Fig. 3 Effect of adding glycine and L-serine as sole carbon sources on fermentation by SYPS-062 (A) and ATCC13032 (B)
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