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Abstract: Five kinds of bacteria were isolated from disease Meretrix meretrix and culture water (two iso-
lated from the M. meretrix, three from the culture water) in Lvsi harbor, Jiangsu province. The results of in-
fection showed that strain WG1702 can cause disease with the mortality rate 100 percent and the same
symptoms as original. It was cued that strain WG1702 was the pathogenic bacteria and caused the death in
large scare, a preliminary research was done on the bacteria including morphological, physiological, bio-
chemical characteristics, phylogenetic position and pathogenic. Strain WG1702 was a straight-rod gram
negative bacterium, the physiological and biochemical indicators were lysine decarboxylase, ornithine de-
carboxylase, reduction of NO;™ to NO, , mannitose, oxidase and methylred reaction positive, arginine de-
carboxylase, arginine dihydrolase, salicin and voges-proskauer negative. In order to identify the bacteria
phylogenetic position and a 16S rRNA molecular identification was done, PCR amplification got a size of

*BAAEE: DL swisl2@ahau.edu.cn © EREREE T RFTNTIRESHEE http://journals. im. ac. on
Uris B HA: 2008-05-23; 1% HHA: 2008-08-29



72 g ER 2009, Vol.36, No.1

about 1.5 kb gene fragment, The whole 16S rRNA sequences were determined, analyzed the homology of
sequences and built the phylogenetic tree. Sequences analysis revealed that strain WG1702 exhibited the
highest level of 97.4% similarity to Vibrio harveyi(DQ146937), combining morphological, physiological
and biochemical identification results, the isolated strain WG 1702 was identified as Vibrio harveyi.

Keywords: Meretrix meretrix, Vibrio Harveyi, 16S rRNA, Phylogenetic analysis
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rRNA Blast GenBank WG1701 WG1501  WG1702,
, Clustal V DNA Star , , ,
TCBS( - - )
1.5 R I8h WG1702
s zobell 2216E s 18 h s
24 h, ( 3 mm~7 mm,; WS1502 WG1501
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Table 1 Results of infection

The time and the number of death

Group Numbers 1d~6d 7d g d 9d 10d 11d 12 d Mortality
WS1501 16 0 0 2 2 3 1 0 50
WS1502 16 0 0 0 0 1 1 0 12.5
WG1702 16 0 2 6 8 0 0 0 100
WG1701 16 0 0 0 2 1 2 2 43.75
WG1501 16 0 0 2 4 3 0 2 68.75

16 0 0 0 0 0 0 0 0

Contral items

F*2 EHk WG1702 IR IG & R

Table 2 Results of the strain WG1702 antibiotics experiments

Chemical Diameter(mm) Sensitivity

(AN) 17.86 S
(NOR) 14.17 M
(SXT) 22.63 S

(RIF) 18.10 M
(CEF) 15.18 M
(CED) 19.22 S
(CRO) 27.11 S
(CFP) 23.70 S
(STR) 22.12 S
(GEN) 22.97 S
(CEX) 17.76 M
G(PCN) R
(TE) 9.21 R
(NEO) 20.27 S
(KAN) 18.58 S
(AMP) 18.48 M

S: s M: ;R: ;=

Note S: Highly sensitive; M: Middlely sensitive; R: Restrain; —: No-inhibitory zone.
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K3 DERREEREASNE WG1702 , 100%, WS1502
Table 3 Physiologlcal and. biochemical characteristics , 12.50%:; WG1702 7 d
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Gas from Glucose = = bp
Arabinose - D %888
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Sucrose D
500
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KCN - - 1 PCR ¥ #EEH WG1702 16S rRNA F 75
D- D-Manicol Fig. 1 PCR amplification of strain WG1702 16S rRNA
sequences
Nitrate Reduction
Gelatine Liquefication D 2.6 ;)|'||] r% é:él: %& [3] ;}E .Hzﬁj\#‘r
Indole Production GenBank
Methyl Red
V.P Voges-Proskauer - - 89.29% 5.7%
+ ;= ;R ;S s F: ; D : WG1702 DQ146937 16S rRNA
Note: +: Positive; —: Negative; R: Resistant; S: Sensitive; F: Fer- 97.4%
ment; D: Some strains are positive and some negative. ’ ' ’
AJ874352, 96.0%,
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Fig. 2 Homology and Genetic Relationship results of the strain WG1702 nucleotide sequences
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Fig. 3 Phylogenetic tree of 16S rRNA sequences
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