g AR SEP 20, 2008, 35(9): 1479~1484
Microbiology © 2008 by Institute of Microbiology, CAS
tongbao@im.ac.cn

nbird

DR EE =S IEM R R
BiRE B8 BEW R ZIa”

(1. 712100)
Q. 712100)

B OE: JNRKANZ ERARFAACERAERCENGAETAFZFER. B ITRE
HAEZRMMNENGH R EZEPUATHE: (DABRESRA TS, QMRS RAEZ K, (3)
i 2 2 B 4 A 6 AL B e ROE B 5| ALt A i, ()T H A @ E R4 AR A LB
S5RAFRM, AXETFAEIANAFTEBEET 5N KERAEZRBEIEZARADEGAR S F
B

KR UKE, ARRE, sShER, AR, THHEER T, it Xaun

Progress on Studies of Mechanism of Antibiotic
Resistance of Salmonella
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Abstract: Multidrug-resistant Sa/monella has become a public health and economic problem worldwide.
Antibiotic resistance in bacteria can be caused by gene mutation, overexpression of efflux pumps, and mo-
bile genetic elements such as plasmids and integrons that carry genes encoding enzyme(s) that inactivates or
modifies antibiotics. This review focuses on research progress related to elucidating mechanism of antibiotic
resistance in Salmonella.
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