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Abstract: Genomics that indicates DNA sequence of genomes of different organisms and their genetics
background is a core of discipline closely related with biology and medical research. The last decade has
witnessed a revolution in the genomics of the fungal kingdom and fungi have become the best model organ-
isms of the eukaryotes. By June of 2008, there were less than 80 fungal genomes that were completely or
almost completely sequenced and publicly accessible representing the widest sampling of genomes from any
eukaryotic kingdom. These genomes belonging to true fungi, Microsporidia and Oomyces vary in size from
approximately 2.5 Mb to 81.5 Mb. This review here provides an overview of available fungal genomes.
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Tabel 1

Complete fungal and oomycetes genomes

Species and strain Taxonomy Sequencing center (s) Size (Mb) Online database

*4jellomyces (Histoplasma) capsulatus NAm1 Ascomycete Broad Institute & Washington University Genome 32.99 GenBank AAJI01000000
Sequencing Center

Ajellomyces (Blastomyces) dermatitidis ATCC Ascomycete Washington University Genome Sequencing Center 28 http://genome.wustl.edu/genome.cgi?GENOME=Blastomy-

26199 ces%20dermatitidis& SECTION=assemblies

Alternaria brassicicola ATCC 96866 Ascomycete Washington University Genome Sequencing Cen- 30 http://genome.wustl.edu/genome_group.cgi?GROUP=5&SU
ter, Virginia Polytechnic Institute, State University B_GROUP=6

Ascosphaera apis USDA-ARSEF 7405 Ascomycete Baylor College of Medicine 24 GenBank AARE01000000

Ashbya (Eremothecium) gossypii ATCC 10895 Ascomycete Syngenta AG & Basel University 9.2 GenBank NC_005782 to 89

Aspergillus clavatus NRRL1 Ascomycete The Institute for Genomic Research 27.86 GenBank AAKD03000000

Aspergillus flavus NRRL3357 Ascomycete The Institute for Genomic Research & North Caro- 36.79 GenBank AATH00000000
lina State University

*Aspergillus fumigatus AF293 Ascomycete The Institute for Genomic Research, Sanger Centre, 29.38 GenBank AAHF00000000
Institute Pasteur

Aspergillus nidulans FGSC-A4 Ascomycete Broad Institute 30.07 GenBank AACDO01000000

*4spergillus niger CBS 513.88 Ascomycete DSM, The Netherlands 37.2 http://www.dsm.com/en_US/html/dfs/genomics_aniger.htm

Aspergillus oryzae RIB40 Ascomycete National Institute of Technology and Evaluation, 37.12 http://www.bio.nite.go.jp/ngac/e/rib40-e.html
AIST and A. oryzae Genome Analysis Consortium

*Aspergillus terreus NIH2624 Ascomycete Broad Institute 29.33 GenBank AAIN01000000

*Batrachochytrium dendrobatidis JEL423 Chytridiomycete ~ Broad Institute 23,7 GenBank AATT01000000

Botryotinia fuckeliana (Botrytis cinerea) B05.10  Ascomycete Syngenta AG & Broad Institute 42.66 GenBank AAID01000000

*Candida albicans SC5314 Ascomycete Stanford University 14.42 www.candidagenome.org

Candida dubliniensis CD36 Ascomycete Sanger Institute, University of Aberdeen, Trinity 14.6 http://www.sanger.ac.uk/sequencing/Candida/dubliniensis/
College

Candida glabrata CBS138 Ascomycete Institut Pasteur & Genoscope 12.28 GenBank NC 005967 to NC_006036

Candida parapsilosis CCTCC M203011 Ascomycete Sanger Institute, University of Aberdeen, Trinity 26 http://www.sanger.ac.uk/sequencing/Candida/parapsilosis/
College

Candida tropicalis MY A-3404 Ascomycete Broad Institute 14.58 GenBank AAFN01000000

Chaetomium globosum CBS148.51 Ascomycete Broad Institute 34.89 GenBank AAFU01000000

Clavispora (Candida) lusitaniae ATCC42720 Ascomycete Broad Institute 12.12 GenBank AAFT01000000

*Coccidioides immitis RS Ascomycete Broad Institute 28.89 GenBank AAEC02000000

*Coccidioides posadasii RMSCC3488 Ascomycete Broad Institute 28.15 GenBank ABBB01000000

Coprinopsis (Coprinus) cinerea okayama7#130 Basidiomycete Broad Institute 36.26 GenBank AACS00000000

Cryptococcus neoformans serotype A, H99 Basidiomycete Broad Institute 19.46 http://www.broad.mit.edu/annotation/genome/cryptococcus

neoformans/Home.html
*Cryptococcus neoformans serotype B, R265 Basidiomycete Broad Institute 17.5 GenBank AAFP01000000




Species and strain Taxonomy Sequencing center (s) Size (Mb) Online database
*Cryptococcus neoformans serotype D, JEC21 Basidiomycete The Institute for Genomic Research & Stanford 19.05 GenBank NC 006670 to 94
University
Debaryomyces hansenii CBS767 Ascomycete Inland Northwest Research Alliance & Genoscope 12.2 GenBank NC_006043 to 49
Encephalitozoon cuniculi GB-M1 Microsporidia NCBI Genome Project, Genoscope & University 2.5 GenBank NC 003229 to 42
Blaise Pascal
Epichloe festucae ATCC56430 Ascomycete University of Kentucky 30 ftp://ftp.genome.ou.edu/pub/e_festucae
Fusarium oxysporum f. sp. lycopersici 4286 Ascomycete Broad Institute 61.34 GenBank AAXH00000000
Gibberella moniliformis (Fusarium verticil- Ascomycete Broad Institute & Syngenta 41.77 GenBank AAIM02000000
lioides) 7600
Gibberella zeae (Fusarium graminearum) PH-1 Ascomycete Broad Institute 36.43 GenBank AACM02000000
*Hypocrea jecorina (Trichoderma reesei) QM6a  Ascomycete DOE Joint Genome Institute & Los Alamos Na- 33 GenBank AAIL01000000
tional Laboratory
Kluyveromyces lactis NRRL Y-1140 Ascomycete University Claude Bernard & Genoscope 10.69 GenBank NC_006037 to 42
Kluyveromyces waltii NCYC2644 Ascomycete Broad Institute 11 GenBank AADMO00000000
Laccaria bicolor S238N-H82 Basidiomycete DOE Joint Genome Institute 66 GenBank ABFE01000000
Lodderomyces elongisporus NRRL YB-4239 Ascomycete Broad Institute 15.4 GenBank AAPO00000000
Magnaporthe grisea 70-15 Ascomycete Broad Institute & North Carolina State University 41.62 GenBank AACU02000000
Malassezia globosa CBS7966 Basidiomycete Procter & Gamble Company 9 GenBank AAYY01000000
Malassezia restricta CBS7877 Basidiomycete Procter & Gamble Company 9 GenBank AAXK01000000
Mycosphaerella fijiensis CIRAD 86 Ascomycete DOE Joint Genome Institute, United States De- 73.4 http://genome.jgi-psf.org/Mycfil/Mycfil.download.ftp.html
partment of Agriculture, Purdue University
Mycosphaerella graminicola (Septoria tritici) Ascomycete DOE Joint Genome Institute, United States De- 41.2 http://genome.jgi-psf.org/Mycgrl/Mycgrl.download.ftp.html
1PO323 partment of Agriculture, Purdue University
Nectria haematococca MPV1 Ascomycete DOE Joint Genome Institute 51.15 GenBank AF178385
Neosartorya (Aspergillus) fischeri NRRL181 Ascomycete The Institute for Genomic Research 32.55 GenBank AAKE00000000
Neurospora crassa ORT4A Ascomycete Broad Institute, OGI School of Science & Enginee- 39 GenBank AABX00000000
ring, University of Kentucky, University of Kansas
Peronospora (Hyaloperonospora) parasitica Oomycete Washington University Genome Sequencing Center 79.5 http://genome.wustl.edu/pub/organism/Fungi/Hyaloperono-
Emoy2 spora_parasitica/assembly/Hyaloperonospora parasitica-2.0/
Phaeosphaeria (Stagonospora) nodorum SN15 Ascomycete Broad Institute 37.24 GenBank AAGI00000000
Phanerochaete chrysosporium RP-78 Basidiomycete DOE Joine Genome Institute 29.6 GenBank AADS00000000
Phycomyces blakesleeanus NRRL1555 Zygomycete DOE Joint Genome Institute 55.9 http://genome.jgi-psf.org/Phybl1/Phybll.download.ftp.html
Phytophthora infestans T30-4 Oomycete Broad Institute 225.6 http://www.broad.mit.edu/annotation/genome/phytophthora
infestans/Home.html
Phytophthora ramorum UCD Pr4 Oomycete DOE Joine Genome Institute, Virginia Polytechnic 65 http://genome.jgi-psf.org/Phyral 1/Phyral 1.info.html

Institute




Species and strain Taxonomy Sequencing center (s) Size (Mb) Online database
Phytophthora sojae P6497 Oomycete DOE Joine Genome Institute, Virginia Polytechnic 95 GenBank AAQY00000000
Institute
*Pichia (Hansenula) angusta (polymorpha) Ascomycete Génolevures 9.5 GenBank AF204738
RBI11
Pichia guilliermondii ATCC6260 Ascomycete Broad Institute 29.33 GenBank AAFM01000000
Pichia stipitis CBS6054 Ascomycete DOE Joint Genome Institute 15.4 GenBank AAVQ01000000
Pneumocystis carinii Ascomycete Broad Institute & University of Cincinnati 7.7 http://pgp.cchmc.org/
Podospora anserina S Mat+ Ascomycete The French National Center for Scientific Research 34 http://podospora.igmors.u-psud.fr/index.html
& Genoscope
Puccinia graminis f. sp. tritici Basidiomycete Broad Institute 81.52 GenBank AAWC01000000
CRL75-36-700-3
Pyrenophora tritici-repentis Pt-1C-BFP Ascomycete Broad Institute 37.21 GenBank AAXI01000000
Rhizopus oryzae RA 99-880 Zygomycete Broad Institute 46.09 GenBank AACW 02000000
*Saccharomyces bayanus MCYC 623 Ascomycete Washington University Genome Sequencing Center 11.54 GenBank AACA00000000
& Broad Institute
Saccharomyces castellii NRRL Y-12630 Ascomycete Washington University Genome Sequencing Center 12 GenBank AACF00000000
*Saccharomyces cerevisiae S288¢c Ascomycete Sanger Institute 11.74 WWW.yeastgenome.org
Saccharomyces kluyveri NRRL Y-12651 Ascomycete Washington University School of Medicine, NCBI 12.6 GenBank AACE00000000
Saccharomyces kudriavzevii IFO1802 Ascomycete Washington University Genome Sequencing Center 10.6 GenBank AACI00000000
Saccharomyces mikatae IFO1815 Ascomycete Washington University Genome Sequencing Center 12.12 GenBank AACH01000000
& Broad Institute
Saccharomyces paradoxus NRRL Y-17217 Ascomycete Broad Institute 11.75 GenBank AABY00000000
Schizosaccharomyces japonicus yFS275 Ascomycete Broad Institute 11.3 GenBank AATM01000000
Schizosaccharomyces octosporus yFS286 Ascomycete Broad Institute 10.84 http://www.broad.mit.edu/annotation/genome/schizosacchar
omyces_group/MultiHome.html
Schizosaccharomyces pombe 972h Ascomycete Sanger Institute & Cold Spring Harbor Laboratory 12.53 GenBank NC 003421 to 24 but not 22
Sclerotinia sclerotiorium 1980 Ascomycete Broad Institute 38.33 GenBank AAGT01000000
Uncinocarpus reesii 1704 Ascomycete Broad Institute 22.33 GenBank AATW01000000
Ustilago maydis 521 Basidiomycete Broad Institute 19.68 GenBank AACP01000000
Vanderwaltozyma polyspora DSM70294 Ascomycete Trinity College 14.7 GenBank AAZN00000000
*Yarrowia lipolytica CLIB122 Ascomycete Génolevures 20.5 GenBank NC_006067 to 72
Zygosaccharomyces rouxii CBS732 Ascomycete Génolevures 12.8 GenBank AL392203 to AL397138

*

Note: More than one strain sequenced


http://www.broad.mit.edu/annotation/genome/schizosaccharomyces_group/MultiHome.html
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