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The Application of Molecular Marking Technology in
Diversity Research of Lactic Acid Bacteria

JUNing JINYe"

(Unner Mongolia Agricultural University, Hohhot 010018)

Abstract: This paper outlines some molecular marking technology based on rDNA sequences and several
DNA fingerprinting technology (RAPD, ARDRA, AFLP, REP/ERIC-PCR) used in classification, identifica-
tion and diversity research in lactic acid bacteria. The principles, methods and progress in recent years of
these technologies were also introduced. At the same time, this paper also compares the advantages and dis-
advantages of these methods. People should choose suitable method according to their purposes.
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