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Analysis of Yeast Community Structure in a Salad
Oil-containing Wastewater Treatment System by PCR-DGGE

LU Wen-Zhou™ LIU Ying ZHU Jian-Lin

(Department of Environmental Engineering, College of Architectural Civil Engineering and Environment,
Ningbo University, Ningbo 315211)

Abstract: A rapid extraction of yeast genomic DNA suitable for PCR-DGGE analysis was established and
the yeast community structure in a salad oil-containing wastewater treatment system was investigated. The
results show, not all yeast strains capable of degrading pollutants in wastewater can be planted by system;
the selection of system to yeast strains starts from the period of yeast biomass cultivation; from beginning to
stable status of continuous wastewater treatment, G1, O2 or W1 are the dominant yeast strains and survive in

selection of system.
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Table 1 Yeast strains and corresponding codes in

experiments

Strain code Strain
02 Candida tropicalis
03 Canida boidinii
03i Rhodotorula glutinis
04 Candida utilis
05 Trichosporon cutaneum
Gl Candida lipolytica
G2 Candida intermedia
G3 Candida pseudolambica
Wi Candida halophila
w2 Trichosporon asteroids

(SBR) ,
, BOD
0.5kg/(kg:d) 1 SBR (1h),
(9 h), (2.5h), (0.5 h), 12
122 INEHREIRE: ,
0d 6d 9d 18d 25d 32d 44d SBR
2~3
8000 r/min , -20 ;
DNA ,
G3
G3 1.5=<10% /mL
1.3 E2EFEEREYE DNA Ay IRERE
1.3.1 KWigit: DNA
[20]
DNA , ,
DNA
PCR-DGGE DNA
, 10~11
DNA ( )

&2 DNAREFHIREIRITR

Table 2 Design of DNA extraction experiments
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E* %% Ft Pretreatment of Volume of Freezing
Xperiments sample lysis solution times
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