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Abstract: 24 strains obtained from root nodules of Psoralea corylifolia, Pueraria lobata, and Campylotropis
macrocarpa of Yunnan province were studied with numerical taxonomy and 16S rDNA PCR-RFLP. Results
of numerical taxonomy indicated that all strains included 10 reference strains were divided into 3 groups at
84% similarity. Group III is an unknown group with no reference strains. Group I is slow-growing kind, and
group II fast and middle-slow-grower. The dendrogram derived from 16S rDNA PCR-RFLP showed that all
strains divided into five phylogenetic branches at the similarity of 70%. They are branches I and V with no
reference strains, Agrobacterium-Sinorhizobium-Rhizobium, Mesorhizobium and Bradyrhizobium. Not all
results of numerical taxonomy are accord with 16S rDNA PCR-RFLP, and 2 strains at the same group with
A. tumefaciens IAM13129".

Keywords: Rhizobium, Numerical taxonomy, 16S rDNA PCR-RFLP

HE&WmA: (No. KM200510082008)
*BIAEE: Tel: 010-68902964; BX: hansuzhen99@vip.sina.com © hERFRMEWFRFTATIRSHES htto://journals. im. ac. en

Iis BHA: 2007-12-25; 1%5% HH#A: 2008-02-20



24 16S rDNA PCR-RFLP 755

, 1 AR T

1.1 ik E#E

(Psoralea

(Psoralea corylifolia) corylifolia) (Pueraria lobata) (Campy-

(Pueraria lobata) (Campylotropis mac- lotropis macrocarpa) (Campylotropis
rocarpa) 24 168 harmsii) (Campylotropis polyantha)

rDNA PCR-RFLP > (Shuteria glabrata) (Cassia mi-

’ mosaides) (Spatholobus suberectus)
s , 95% 5 min,
0.1% 5 min, 6

Fx1 EHR—ER

Table 1 List of strains studied

Strain Host Origin
651290 Psoralea corylifolia
651291 Psoralea corylifolia
651301 Psoralea corylifolia
651300 Psoralea corylifolia
651304 Psoralea corylifolia
651310 Psoralea corylifolia
651322 Psoralea corylifolia
651323 Psoralea corylifolia
651320 Psoralea corylifolia
651321 Psoralea corylifolia
651352 Psoralea corylifolia
651371 Psoralea corylifolia
651372 Psoralea corylifolia
650141 Pueraria lobata
650490 Pueraria lobata
650491 Pueraria lobata
650870 Campylotropis macrocarpa
651840 Campylotropis harmsii
651841 Campylotropis harmsii
651181 Campylotropis polyantha
654170 Shuteria glabrata
654251 Shuteria glabrata
653320 Cassia mimosaides
650200 Spatholobus suberectus
Agrobacterium tumefaciens TAM 13129 *
Bradyrhizobium japonicum USDA 6 Glycine max
B15
B. elkanii USDA 76 * Glycine max
B. yuanmingense USDA 10073" Glycine max
Sinorhizobium meliloti 102F28 Medicago sativa
USDA 1002 T
Rhizobium leguminosarum USDA 2370" Pisum sativum
162K 68
Mesorhizobium ciceri USDA 3378 © Cicer aretinum

T Type strain

CCBAU: Culture Collection of Beijing Agricultural University, China.
USDA: The United States Department of Agriculture, USA.

TAM: Institution of Applied Microbiology, the University of Tokyo, Japan.
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Fig.1 Dendrogram showing the phenotypic similarities among the isolates and strains
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Fig.2 Dendrogram showing the preliminary phylogenies of four groups from PCR-RFLP data of 16S rRNA gene
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