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Crenarchaeal Diversity and Phylogenetic Analysis
of Two Hot Springs in Tengchong
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of Microbiology, Yunnan University, Kunming 650091)
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Abstract: The crenarchaeal diversity and phylogenesis of two hot springs in Tengchong were investigated
and analyzed using the construction of 16S rRNA gene clone libraries. Total 18 crenarchaeal sequences were
obtained and divided into 12 OTUs. The average similarities between the clone sequences from Wuming hot
spring and Rebao hot spring and their closest sequences deposited in GenBank is 92.56% and 93%, respec-
tively. Based on the phylogenetic tree constructed by using crenarchaeal 16S rRNA gene sequences, Wuming
hot spring not only have hyperthethermophilic crenarchaeal clusters but also have the crenarchaeal clusters
that have close phylogenetic relationship with non-thermophilic crenarchaeota. And most of the crenar-
chaeota in Rebao spring distribute in normal temperature groups. This study showed that crenarchaeal clus-
ters in Tengchong hot springs have some differences with other hot springs in the world, and these springs
represent two important environments for investigating the evolutionary origin of the non-thermophilic
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Data in parentheses are the GenBank accession numbers. The numbers at the nodes indicate the levels of bootstrap support based on
neighbour-joining analysis of 1000 resampled datasets.
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