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CLONING AND EXPRESSION OF a-ACETOLACTATE DECAROBOXYLASE
GENE OF BACILLUS SUBTILIS
‘Gao Jian® Tie Cujuan” Wang Zhongyan” He Xiuping” Hu Yongsong” Zhang Bonm”
(nstitute of Microbiology, Academia Sinica", Beijing 100080)
(Sichuan Universin™®, Chengdu 610064)

Abstract  Bacillus subtiiis B1)-5 genomic library has been constructed using plasmid pUCIE in
Escherichia coli. The hybrid plasmids (pBG3~ 5) which contained the gene encoding «-—
acetolactate  decaroboxylase (ALDC) have been isolated from this library by Voges—Proskauer
tests. Southern hybridizantion showed that the inserted fragment of pBG4 was from the BD-5.
The restriction map of the insert fragment of pBG4 has been drawn. The ALDC activety was
expressed in the Escherichia coli. This work laid a foundation to constuct the
genetically—modified brewing yeasts with ALDC gene.
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