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STUDIES ON THE FEATURES OF THE STRAIN OF SPOTTED
FEVER GROUP RICKETTSIAE

Chen Xiangrui  Xu Zhaoping  Chen Wanrong
Li Shenlong  Zhang Yongguo
(Institute of Microbiology and Epidemiology, Academy of Military Medical Sciences, Beijing  100071)

Abstract The features of the NM8501 strain of Spotted Fever Goup Rickettsiae (SFGR) from
ticks in Hall aer city, Inner Mongolia were analysed. The serotype of NM8501 was the same with
R. sibirica (strain 246 and Jinghe} It's DAN base composition, G+C mol%, was 324% that was
identical with thosc of other members of SFGR. The genetic type of NM8501 were no different
from 246 and Jinghe strains of R. sibirica specie of SFGR in PCR /RFLP polyacrylamide
electrophologram of Rri90.70p ~ 602n (Pstl) and Rrl190.4442p ~ 5664n (Rasl). The results above
‘revealed that NM8501 strain was thougt as sibirica specie of SFGR.

Key words Spotted Fever Group Rickettsiae, Sc::rotyp‘yé:,rh [I;CR /RFLP
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