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CONSTRUCTION OF GENOMIC LIBRARY OF VIBRIO CHOLERAE 178

Shao Huang
(Institute of Pharmacology & Toxicology. Beijing  100850)
Ma Qingjun

(Institute of Biotechnology . Beijing  100850)

Abstract Genomic fragments ranging from 20~ 50 kb were obtained by controled partial digesting the
chromosomal DNA of the Vibrio cholerae 178 strain (Eltor biotybe, Ogawa serotype) with restriction
endonuclease Sau3A. The cosmid vector pHC79 was digested with BamHI. The two DNA fragment
were used to ligated and packaged using in vitro pa ckaging system. The packaged phage particles were
used to infect E. coli HB101 for constructing a genomic library of the V. cholerae 178. It will be benefi-
cial for molecular cloning other unknown genes of V. cholerae.

Key words genomic library. in vitro packaging system, cosmid
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and pH optima of which were 30T and 7.2 Streptomyces sp. LX was found to be inducible for extracellular
endo—cellulase with CMC—liquefying activity (CMC—liquefying enzyme). The molecular weight of which is 9.2ku.
Tt was found no detectable reducing sugar released and little weight loss over the fragmentation of filter paper,
moteover, there was no significant change in the degree of polymerization of cellulose. Presumably it may be a
chain—opening enzyme capable of disturbing to intra or inter china hydrogen bonds.

Key words Degradation of cellulase, Endocellulase. Fragmentation, CMC—liquefying enzyme. Streptomycees
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