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GEHERDOCREGRMREWHRE, 5 132001)

WE M7HHARRERESBYSBLY 7 RAW, DAFARNEYEHE. G HRRE. . B E
Bk, ¥R, LFM, RWE. RUEREE, EXCPRREREK, & 5%~ 10%C0, Pal g 18
~24h A BEJE BB % . MacConkey B BA A K, BRIEAKERIF 35C ~37C. AN, EMusEH
Y, AR AR, AR (R A AR P RE), KEMBGREIMENRE A MERN, kR
HE M, SRMIEKFARBYE,. 2 Biolog MicroStation System BB L T RERM IR TS
R.DNAGHC &8} 423mol%. 165 rRNA FHIMEZ RS HENKREBARFRLEERF EMBL #
Gen Bank S A FFFIBEITHE, RHZESCAR, BEEXZER, S5 HERSE, 2UETHR. &
B R ERE B (Streptofusia gen. nov. jifina sp. nov. )

B E R TE P E R Y W R R8P O CGMCC NO. 02157 (T=type strain) % & 16S rRNA K

B 2900 B0 o R PR M, RS A U34365,
XRIT HHEERE, 165 RNA, &, 4r%

MTHRERBERESTBYAEL 7
KHH, L35 ENR. X T HRBHAAFHRA
B ESFEE, 3% 16S TRNA F3 M E 45
AR BRERE—FHEH wBAENAGHMBERE
Streptofusia gen. nov. jilina sp. nov f# &

R
1 HESHE

11 e

MERFET 70PN BERET R, B
R3fs, Sk o] ARG MA—Fh G 8/MTIE, 7
B34 % R R A R
12 st
L21 X34tk XA OXOID ARIAEFEN
TRYPTOSE If1 5 B8 B Bf, 36 1A R %I 4E ML
i, EEFEROH B EHEI Y, BFHT
%l Ve b, 35C % AR SR T 1 3E 18~
b MELSE,
122 EE: FE2BXR0) BrrBmE

BB S G A MR, K/ NEAHE.

123  H{kftE: 2BICmR2]#ET.

1.2.4 Biolog Microstation System | 3h G 4
H¥E.

125 WEBEMENCHERLOLE: B HER
WA R R TR,

1.2.6 DNA ) G+C ZB#¥E: DNA #EF
il Marmur 3, W2 2% Tm f%, H8E
Madel [ 24 2,

1.2.7 165 rRNA FE¥ME:

1.2.7.1 BRI BB TSA Bk E
35C # K K5 3% 24h, 8000r / min x i0min 2.[»
WER K, fl TE Zrtl kMK, B 83
T TE &P,

1.2.7.2 DNA R EL % 3Cw(s).

1.27.3 3I¥WHR K& PCR #0751y

TR BREDH R AR P LA .

1995—-06—23 Wil

© RERZEMEMHRITPTIEEHRIEE http://journals. im. ac. cn



- 196 - i S O

Primer I :
5$—AATTGAAGAGTTTGATCATG-3

Primer II:
5—CTGCTGCCTCCCGTAGGAG-Y
1.2.7.4 PCR K Fi: fE Perkin—Elmer—Cetus
P18 AT, BEHR 1.0ul; Primers & 1.5ul;
dNTP 2.0u4! Taq polymerase 0.5u41; PCR buffer
10.041; MgCl,10.0p; % B F7K 73.54l.

a. KW PEFH:94C 30s, 52C 1min,
72C  30s, 10 UG 36 . 94T  15s,
52C 30s,72C 155,20 MER.

b. B P 5|9 Primer 1 +Primer [

c. PCR =H#yatifk: WCER(7).

1275 FFIRBE: B ABI3T0A M fF {2
7. EARAI MY 51 R Primer 1.

1.2.7.6 AL TR E R R B EMBL
BEE AT,

1.2.7.7  HRUHE A HAR RO AR 3 B0 A B Al o
B bt E S BEST BT MIN TS BUA K R Gi it
i1,

2 BR

2.1 EFFHFHE .

MK TR EAEXSPERERAER, TR
LR 5%~ 10%CO, ¥53% 18~ 24h, H MK, B
HEE, KEH, LR, AKEF.HE 0.5~
1.0mm, o7& i, MacConkey 35 EARL K, &
EEEFRBIE LAEK, AT RE PHEFER

M AR B S (X 21000)
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5%~ 10%CO, BFE A K, REEXMFTAEK,
BHMREH, BEARRE N 35C ~37C,
22 HEE
G /N, B U SRR HES, AT
BRI NERR (A 1)y, Kb B 0.6~09um,
¥ 0.9~ 1.2um, THM, THE, LI,
23 H{eHHE
AALRBIHE, MM Y, REFHRE, &
Bei A (3570 IR B Se s 4L, W A R
BEEMmK.ED.

%1 HHEREBOL T

HE Est 3
i3 %
/7 %)
1A, ] - || EEEEBRAFS
ok - ||D-HE% +
BiRg L if R - -3 +
L - D-H&8 +
RES - LR +
v-P - T¥® -
i 248 + ||D-MEEM -
ERERRER - ||D—i A -
WHEE ~ | +
DR Mk K - ||L-RER -
arlis:y 8 + ||EFE +
BA e WAL - |ID-k%& -
A MBI - || +
QR R - ||D-HEk +
BEMIUKENR + || +
A_MERAE - ||REIEERE
#Hilm Tl 4
BREMERLHE -
=2 i}
2.4 #Biolog Microstation System B Zh L il
EERERNIMESR
25 A SIEPAEMERKERDERN
ERiBAtE
2.6 # Tk M EDNAK GIGR R A
42.3mol%
2.7 16S rRNA FHIMELER
HIF5A:
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10 20 30 40 50 60
GGCGGCGATG  ACATAACACA TGCAAGTCGG AACGAAGGCT AACGGCCTTA  GTGGCGCACG
70 80 %0 100 10 120
GGTGCGTAAC GCGTGGGAAT  CTGCCCTCAG  GTTCGGAATA ACAGGGAGAA  ATCGCTGCTA
130 140 150 160 170 180
ATACCGGATG  ATATCGCGAG  ATCAAAGATT  TATCGGCCTG  AGGATGAGCC CGCGTAGGAT
190 200 210 220
TAGCTAGTTG GTGGGGTAAA GGCCCACCAA  GGCGATGATC
REEPEFEASE EMBL XUIRBRAIAE  WHEARE(E?2).
FPFIERAIR], B A AR YE A 0 5 R v 3 it
. ] it
(Sphingomonas paucimobilis ) i% 90%.
REH MR RIZFN 12 50 165 31 B 7 HEHFMIKE GHE, BFEE

IRNA FF31, RECE SR RE F R, 50 E

1
7 8 8 9 9 0
51011011 ST I1Qti181tt1g
T T T+ LI AN B B A Bt
T T {
r—~—-2
3
——*
6
I—-—7
9
[—-—-—5
13
M ;
i1
r——'—'——lz
i0
A N S VO YT S N T N S S O S N D W N N N |
1
ST 8 8 9 9 0
5 0 5 0 5 0

B2 16SRNA 3 B iR LI AR
- HHEE B Streprofusia jilina

- LR AN Sphingomonas paucimobilis

. RS ERER MB Sphingomenas adhaesiva

- LR BB Sphingomoanas sanguis

- REBHRIER PR Sphingomonas parapaucimobilis
R EE R Sphingomenas capsulata

. BBRATH Flavobacierium capsulatum

- BEMERER Sphingomonas sp.

13. Yano KB EM B RE Sphingomonas yanoikuvae
8. WMFEANIFER Cawlobacter subvibroidies

1. RS MM Sphingomonas rerrae

12. KETHFBR Ervihrobacter longus

Y0. B HIEWRET 8 Cowlobacter crescentus

Wi N ) SN B W b —

BH MR EL, Al A 190 B M MacConkey B2 R R
ERFRIEAT S I BRI,
3.2 REEEFXRMIEITR DNA ¥ (GH+O)
mol%, I J& T [ 197 25 6 A1, {8 45 013 00 g
BEAZERF(RY. 4AHBAREHE,
BRI RG B B, A iE ISR AR £ S T RS R £
MR i 38 B, X 4o e R AR IE B 43 B R B
EMERKERE, ANEN KSR A4
A, F 2 KR T8, AR Gk
PIR MR MRIE, W2 3 22 M Am i , finle
NIKEBRRAMK S BEE CO, ¥, HEARE
BRUEE R RN MR REERERS, #
MEALE IR L K, BETE Vaginalis agar (B}
B ) I A M- — A B B A K
W 48h, M AW FERA S, BHBE
18~24h WETRATA =R &F, IENKEESE
DEEEFRER LK, A ER R SUE 88
HHEENRE“RRN, MEARERLSY
SUANMMBERE B B 7 L, A B o A LEE T
WP, MENKER— 1 EERTY R
BEAESRBEY, MARRNE, SE AR
FI—AE B2 — R AEKR L4, T
ENERBRENARE, b M Re A
FERSHEREE ZMER.

1995 EFRERE —MBHO NG LB LR
WA RMIINEHEMERCES RYE

U0 (el B R T B Y R R ——
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%2 EHREESEWPIHERCERLSE

gt 14"
e I o B ——— B 4T B LFF R *E i A HRE
(Carcherella) (A ctinobacillus)  {Cardiobacterium)  (Haemcphilus) (Streptofusia)
{Capnocytophaga)

L 14 fod - - - + D -
L - + + - D -
HREE

E34:3 + - - + - -

T BRE - - + - + -

wE - + - - - +
EREERNEE - + - - - -
TCEES Y VR - - D + - + -
ey - - - w D -
i g ‘

IsTESnRE + - -t d - -

35T B H+5%CO, i + + + + - +
Ayt 137350

2] NG KA KKA K 3 NG NG A

=17 NG N A A A NG NG A
5% AREEE pE X - - - - -
bR T d D D - D +
E-$:3 Tl + + + + D +
HANTR® - - D + D +
#E DNAIG+CO)mol% 42-44 33-41 4043 59-60 38—44 423

B EPEHE. T HE, D EBZAFR, RS- HNRERETR, — P, AR, CKTTHEL ‘N,
NG ALK, "W B - DR B R - — R, XIS T (H. aphrophilus) BEFE ML BME £ K

WOE B #EY KA ( Gardnerella
vaginalissubsp. fox)'", ERB K E R EY ¥
YA BE MR E. A E
g B BN 3 iE DR AR LAY, T i — 2
X 2] T A o 42 9 G A Y O e -—— 9L B 3
FEANICHA.

3.3 16STRNA AR SHEAR LR
B (Sphingomonas) H — EHIRE X R . B
BREATIA 1994 FHRARHBEEF
A, g R A R R R A, AR

KRR EE, AL A BERIUKHEE, DNA
G+C ZHH 62.1~672mol% F 1L 5 X H
FHEAS, A EEAR THEMERA.

& FRR, A 168 IRNA 348 3
FHERGRSFUESRFEARA B HE, #
18 M B 10 P AR AE & 16S rRNA 5 €
HRADEEXR— NS RRN, BV —
SO R.MBENENRERBE. Srepio
fisia gen. nov. jilina sp. nov. XIRx T HEM
S B A Fr st — 2.
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PROPOSAL OF A NEW GENUS STREPTO FUSIA
GEN.NOV.JILINA. SP.NOV.ISOLATED FROM SECRETION QF
VAGINITIS PARIENT

Gu Haiying

(Institute of Clinical Microbiology . Jilin Railway Hospital, Jitin 132001)

Abstract  Seven bacterial strains isolated from the secretion of seven vaginitis patients. These strains
were same physiological characteristics identified as gram—negative short rods in singles pairs and
chains. By electron micrographs its cells showed fusiform. Capsules. spored and flagella were not
present. CO- (5%~ 10% ) was required for the growth of ail strains on blood agar. All strains ¢an not
grow on MacConkey's media. The optimum temperature for growth was 35C ~ 37C . Oxidase and
catalase test was negative. Glucose was fermented with production of acid but no gas (Indicator was
bromcresol purple) . Acid was produced form slant and butt Kligler iron agar. Nitrates were not re-
duced to nitrites Esculin was hydrolyzed, but hippurate was not hydrolyzed. The mol% G+C of the
DNA was 42.3 (Tm). On the basis of 165 rRNA oligonucleotide similarity, dendrogram and average
linkage clustering. these new bacterial strains can not fit well into any of the currently recognized cate-
gories. Therefore, a new genus, Strepiofusia. gen. nov. jilina. sp. nov was proposed 16S rRNA has
been provided GenBank accession numbers ( BankIt12569. U34365) . The type strain is CGMCC
NO. 0215"(T = type strain)

Key words  Streprofusia. gen. nov. jifina. sp. nov, 16S rRNA, Identification, Taxonomy
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