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COMMON NODULATION GENES PROBES TO IDENTIFY
RHIZOBIUM MELILOTI AND R. LEGUMINOSARUM
BY DOTBLOTTING

Qin Xiaoting Wang Entac Chen Wenxin

(Departerment of Microbiology, College of Biology, Beijing Agriculturel University, Beijing 100094)

Abstract Fragments of nodABC genes from R. meliloti and fragmeﬁts of nodC gene

from R. leguminosarum were used as probes to study the possibility of identifying rhizobial

strains. Fifty-two strains were tested. They were root- and stem-nodulating bacteria and soil

G~ bacteria. The conditions which both of the probes could hybridize with all the rhizobial

strains without false reaction were not found. The gene probes

just hybridized with the

strains from the same species acuratly under the limitted condition. It suggested that probes

©f common nodulation genes just could identify rhizobia in species level.

Key words Probe, Common nodulation genes, Identification, Rhizabium
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