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Abstract; Secondary structrue of nine variable regions of 165 rRNA of members of the Family Yaniaceae and re-
lated family and genera were selected. Patterns of the variable regions were anylysed and compared. Result indi-
cates that the Family Yeniaceoe is different from members of the suborder micrococcineae in numbers and size of
cycles, stem and single chains of 9 variable regions, and proposal of the family Yaniaceae is reasonable. These
data suggest that pattern analysis can be used as one criteron in charactrization of bacteria over general level
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THE. IMAREHRHRTES FTEERIEEFEE, NE - REWHRERTR
BUERBREH, WAR WA, BREHOEL, KB E, B,
TRNA B RGN IR ZRA TR E L. LB R AT L — B 5
BE, BORBREET TR, Hit, SSU RNA &FF4F5 B HE S/ T
RERBIBKAMEMIER, WHESETINEEZWER

P FR R B 2 O TR B AR B RV B Bk 168 rRNA 9 AT AR X — 4R AWM B TB A 4
MERRY, HEWGFEI MERERBT. B (GHERF. AF. =F), W&k
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