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Abstract : Secondary structrue of nine variable regions of 165 rRINA of menbers of the genus Jiangella and related
genera were selected. Parttems of the variable regions were anylysed and compared. Result indicates that genus
Jiangella is different from menbers of Actinopelymopha, Aeromicrobium, Nocarioides and Kribbella in length and
base composition of stem, and types, numbers and bases of cycles of the variable regions, and proposal of the ge-
nus Jiangella is reasonable. These data suggest that patiem analysis can be used as one citer in charactrization of
bacteria at general level.
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