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Application of RNA Secondary Structure in Phylogenetic Analysis of Microbiology *
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Abstract: Attention was gradually paid by biologists to the using of RNA secondary structure in the classification
of microbiology and phylogenetic relationship analysis in recent years. The development around the research was
summarized here briefly. And more emphasis was given to the part introducing the application of RNA secondary
structure to the analysis of phylogenetic relationship.
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1 RNA Z4%H

METAMFIT—48, RNA fFEH “REM IR ERRLEH. RNA “RE5H
BEA L 5L Doty Ml Frescol™ #2184, TRt RNA 85 1 & [F147 M JE B3R 4 B ZE AT X 0
B AEE W P EIREE M. MR RNA 3, ZEFEBIRT, RNA ZREWERER
M BVE S RNA R EIPHERNA, DR T SHERERE RNA JFHIRAR. X
BEZ RNA 5515 RNA EBRSHE PR, BRTEP¥FET RNA R T®#
RNA =@M — 401714, JEW T REW S5 EERAEFE M RNA RIEHBEMHL
'O IEE B A RNA M BFR T 2IEN, RNA ZREH P HIF S5
55 RNA ThEERTEIM X
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RNA — RN T 4% ST R TR EREHERIERN RNA _REHE
. X HMETE R RNA ZREEMIHHEY IR, RNA _REW R BRE R
M Tinoco %" % RNA “REEHAXBEMAEM A, SIS 25 30 REFLRE,
WE T REARKHEVANEE. REEMNRBNARAETHHR 4K (1) £
AR BRI AR R B (2) AR SIS AERI R SISk (3) Hlis
THRHHBE ARG RGBT, (4) DUEFTEMXERRBRAMEN L FXTX
ik, MEEEPLS M RMESE, HRERTFIET TRAERS, AHERN
RNA g5Hit TAERER; BB o BE I 76 7 50 80 A B BE AR 7 10000 4% g 6 R0 ME o
(TR 700bp 4G RNA - Brid, KEBEIA 70% ), i BIREAAXT RIS, ATLIE ARt
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e BT ARBAA AT R BIMAEY RNA —RESHMFRIERERFS1, FFMTh
B EC R B 42, RNA RS HTEF e Y h u fp e SR IR S50, Ik ds
HEEI K R ER R A/NEE . R, RNA “ERESHEE A, B, Y809 RNA FAI7E
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R EHRBREENE DRI RERDE, FAXFAREA, RNA ZREH AL
R KE XA M e T R IR 40 3. 0, Chen 1 HFH 165 RNA "M 6,
10, 12 W& X ST S BT KM HETT T R/K T LRy sr s, RS 38 oK
H AR 18 AP, Butler %[9] #|FH T ribonuclease P RNA ~ 2R EE #4104 Gern-
mate Bt SH T ME 4 FF. Ishikawa % R B 165 (RNA V6 [XAE A Marinilactibacillus X
TS5 MER— T REEKE, Ev T 1HR. BT RNA “REMEERENR, X
SHpASEETEMNSTEEE L RENTEEORER, EFR_HEWHITHEN
B — A R IR AR S I M A R FFATNE R, (UEERMEYrEE
FUEZe ik USEM |, 2002 SEFFRZERE 3 iR, RNA —REHMA X ERALR
iz %, Hdr XLl SSU RNA “#i%Hh £, RNA ZRENAGEL, MAEESTXLFR
FREN— BT, BENERIRE, SN —MHERHIEEKE, C
ZEBAFARHFRA
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4 RNA ZREMERGEEIHMLEHOER

JH SSU rRNA —REHEF R SHWEEM AR RE XA H 20 42 90 FRLKREE
REIEAR ERTEIAT . ZATLALEA SSU rRNA {E 5 #HLreh R . (1) SSU RNA
PR TS A S B i ik, JF BAEstfk R (2) SSU
rRNA X8R (#£91,500bp) , &R RBHHLEL; (3) SSURNA FFIEEKEA
T, RESGMEEEDRS . ELFHRRA, BRETHRS, REEFAKE
EY BN RS S SSU RNA R EIMR K-8, Wil EBELEE
T SSU RNA PR et . ERUAHRR, FEET: (1) BUBEHRY
VE (AT ARKNE, BRESCEEORFIRE): (2) FRAENHEEFEE
B, BESETEN 55 E B AT, REEHN —REHHEN RS ERE
THEZRRAEM . TR PHAR, {#SSU RNA FRIEMEBAEE, Pind
E_EREHSIATERERE, AHEE —REWGERTLIT M5 RS- R4 H H T 8
gt Bl - SHR S KEHEANE RNA RSN SHBLEYERRT
W, BREHEXFEYR Bilowd"”, EFE—RRELTEREAERKFUNEEE
¥ Cirripede {E HBFITX 42, T H169 SSU rRNA G54 vh 6 A B il A BBk 5k A A 3B
frsr# AR R LA R TT, R ETH AT &R0 B A Y R B ERR, FAAT
HRRESE S WUAEERE AT ARERRAREN., KITRETERN, FA%5E
BERZERGA/D, ERAREREGAER—, BRI ERH P — 08 - 4
KRR R ES - R THET AR G EES . /5K Caetano-
Anolles'™" R — Mg b B H & Fh neRNA R E5HVER B T k. R A EUE 78
BFRRGEHP ARG HMAEIT. A0-~9 M A ~-PRAFFGHETHHMERE,
Ve RGBT RD, ARMSHATIES - 3" A, SERT — 4 dEFm
FEHA BRI RNA MR 3 . BRI 250 A R R P #E4T X 247,
WX ZREMNTFERAF. AT YARERREMHELE, BRXFNHFR
MEGEER. TIRT, fEEEER T RNA IRECLE M —REMHT 4, £EIKR
HEEHBL . TIREHLS RARBTNEN X R, GE-EROPRBMNTLAR, HE
F RNA “RESHRMTRER B U RSB TR EN T A5 RNA R4
B, EERATER SRR, Wi, BLSEERTIHHAEAR ZREGHZH
FHCEENR L, XS,

5 mENRE

P7E RNA “REEMTERE Y K SR ER AR L THRIT B B . EREY
SEE, ENEAREEEZST X, B, EEEM2EBTRATFEARFEE "%
254y, LIREAERER MR ARIER, RERAFESHRREBIE.

BRERFREON L, RECEEFN—MHSEREE - REBOEX, EEREE
EALRARATHROEAZ, EHEINFRRA=: B, WXHTRARSEERE
WA LT RNA BT RMRA A BER M K, _REBEL—REHWE
#e, FEABXTH AP —LuE B - H AR 0 RE S5 A ARAE L X B A E R - TR R R HEERLR
%, FE, BISMA SRR TIR R M AR T R, #RXRTAEAEAT
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