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Abstract: In this paper, the bacterial cemmunity siructure in the gills and intestines of FPenacus chinensis and
Metapenaeus ensis were investigated using 2 culture-independent method of 165 rDNA PCR-DGGE fingerprinting.
It was proved that there are abundan and various hacteria in the gills and intestines of these prawns. The bacterial
community in the gills and intestines of the same prawn or different kinds of prawns were obviously different based
on the clustering analysis of DGGE fingerprints. On the other hand, the same bactena were found in different
kinds of prawns. This was the first time 1o aim to set up a method 1o reveal the bacterial community in prawn
based on 165 DNA PCR-DGGE fingerprinting which is of great value for the studies of the relationship between
prawn and envirenmental mierorganism as well as the related diseases.
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TXoF SR N B B AR ) BT 0 A B T R e o T ROR F B [, fRBY TN TR
AETT LR B IAAE S oy B S AR R G 2L W T A B B T L BRR R H Y,
F 165 (DNA 1y PCR-DGGE BERFRLCE AR —Fh ol LU 2 B G R B A 2 . LT
SR DS AL MR R T, T AR A XS B — PR RE A b i SR Y LR R0 3h
AT R . BRTEFR LEXTAf4FFR A 165 tDNA Y PCR-DGGE JE[H £ 8047 KB 5T
1 P A B 4 AR B B A A HOE IR B B

AW AR E T W P EXER, JIHHxTEE X, K 16S rDNA 47 PCR-DGCE
HEROH AN HBEHSHEN RS AEM AR THE AL, HiE TRAs
SRR T 4 IR MRS B R W IMA S B AP R AR T2 R R, S
XA EE 2 PR AR MR, DL P O3 BR B i X0 X A SR B AT D 4t
IR ATIF SR B R ATREPIR R | HCRUE S HIRG TT R 2T A B

1 #H5FX

L1 SERHE

pEXFHF ( Penaeus chinensis) M TJEBATER ( Metapenaeus ensis) ¥ H Fig K-
fids, B F-20CHKeE P RER M.
1.2 3 DNA 2K

TEFZATHIIFATER L, KBETME, DR, BUEEKA
Eppendorl & AiIA TE 22 ppif i) B B 25 . R A& My - S 07l B 0 sk 48 B A AN
Pl AE S DNAY . L0, 6% BIEHEEERE . 100V Bk KRR LA H DNA, B R 4%
SRR (Tanon-Gisl000) 4347 .
1.3 16S rDNA f] PCR-DGGE ERf o B MRS HT
1.3.1 800bpl6S rDNA H-EXfy PCR §18. SOpL () PCR K7 {AZE : Primer | (8f; 5 -
GGA GAG TTT GAT CA/CT GGC T-3") 0.5 pL, Primer 2 (798r; 5° -CCA GGG TAT
CTA ATC CTG TT-3") 0.5 pL, dNTPs2.0 pL, 10 x Buffer I (18mmol/I. Mg’*) 9.0 pL;
Biff DNA 2.0 pL, TagDNA B 5% 0.5 pl, ddH,0 35.5 pL. PCR ¥ 3 W .
94°C 251k Smin J5 [ E 80°C H-F4F 80°C, H A EEMA 0.5 pL TagDNA B LB (5U/
pwl) . #EA PCR 83 : 94C, 1 min; 57°C, | min; 72%C, 2 min; {E# 30 iK; 72C I
{42 min. PCR F=#145 0. 6% M THSH B KRG H, HBE K 90V,
1.3.2 165 rDNA V3 X HEZAY PCR 18, S0ul KRR Z s #-F A 1. 25uL (9 Primer
3 (5" -ATT ACC GCG GCT GCT GG -3°) 5 1.25uL 9 Primer 4 (5 -CGC CCG CCG
CGE GCG GCG GGC GGG GCG GGG GCA CGG GGG GCC TAC GGG AGG CAG CAG-3")
b, HER 13,1, PCR BN : 94CAEM: Smin [FFEE 80°CHMRFF 80C, KA T4 In
A0.5 uL Taq B (5U/ pl), RE65C, | min, HHFEAL T 94C, 30s; 65T,
30 s; 72°C, 1 min; P§3F 21 1K; 94°C, 30 s; 55°C, 30 s; 72°C, 1 min; 55 5 K
T2CEEH 3 min, ML RN 1.2 77 :7E 85V R T &8s iR vk ia il . ™1
BF 4CKBRT.
1.3.3 DGGE RHIBLE R 5547 DCGE #54rAE F A D Code™ System ( Bio-
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RAD), sFERN 15uL, $&M Muyzer S IETEGOT, I 150V, RABRILEER I
WHE K 8% A4 F AT Ik 4. 501, RN B A, BEMHMER, KA GIS REAEMHEY
BH#FTRE .

2 ZER5E

2.1 MERZE R DNA HHEI
FA 1.2 75583 5 DNA (LK 1 Bran, K/ME 21, 100bp 45,

M 1 2 3 4

F1 & DNAf9s83%kE
1 JIERB A AR EREE &L . 2 JT BB XTI Rg R o
3 RIS, 4 o E X IR R

2.2 #RH 16S rDNA-V3 ERF ER) PCR ¥ 18

DA SRR ) %o AR 55 1 S A ) 35 DNA SASAR PCR ™48 H AR 9 16S fDNA J
B, BEWE2, E2 RN RS PL, P2 § 14 (9% 800bp (¥ 16S rDNA A B,
FERU K B AR, LISI% P3. P4 #4745 2 K PCR #1875 B)#0 165 rDNA (9 V3
KB, FFIBK PCR BAER TR0 8 T8 4 DGGE #5504 16S tDNA-V3 X
BBRBIRER,

2 165 rDNA PCR 1§ %
A % 1 % 165 tDNA [ PCR 455, B 16S tDNA V3 K PCR 455
1 TV AR, 2 TIRB AR E AR, 3 P E ARG, 4 P EX AR IE
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2.3 DGGE Eif 27 Sxiftk R e A 51
SRR 5 A B R 9 16S TDNA-V3 i Bty DGGE FER 5L R R A/ HTan A 3
Fime. A BEhE—&kEARE | FoR B M IR B 8 DGCE 88 l, ARAER
SR EAFGORLME, TE LB AR RIS, TR, 4 REKEHAKER
HEETE, XLPAZEXRHT R 5 i R AR K B0, T B DK ERAEHE . A
BEREEHAAR, XEWARMTIRERARBTEFENSHE, KB EHAH
o HUABMBERERRERE-DESFIEAR, PlnkoEEkE | P&,
Wil 3 PRI 7, WKl 4 PIOAHE 11, 12, 13, 14, 3KGE 3 PR 8, 9. 10 AP
B e S 8 A A TR M B 3 B, LRt A I ) B A AR AR T A ) O
B, BT 1 ~5 R4 MRS A, AT DGGE $ 80 Bl B i 2 50T LIAR 8 i R B i
TIRR T X AP MBS 5 i o B R AL 2 R SR Z 4. R, B B RESTrEh
B —BUEW T 4 FrAE S DGGE 55U A SR, JI 80X R 88 5K 55 ) 18+ 19 4 B P
() 16S fDNA ) PCR-DGGE $54r ERGHIRIME R 4 Fikt b P KB, BALLUAE) 15%
HOK 2 TR SRR AR AR B 5 P [ X SRS IR AN, 25 SRk SR K9 R ) HT % A B R A
M5 o E X B A
1 2 3 4
e r e

15%

2 — 10%

B3 SH4FAES 165 DNA i PCR-DGGE HS4 M 5B KA
A RS, B RASHT
| JHEGHHIFEEEES, 2 NHEFFEaER, 3 PEMREELS, 4 S EARERES

Aot T R [RI X A P £ 0 B AR5 S P A R, — O T T iR B R R IR
REERE, BIF—FREAT R EAR K&, FRAKETRAN - REMN
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WA BN R IR SRR AR, SBEGT iR E A RS WS RRE, —F
SHEBRIRSL, — I ANRIE ., HEA W N S B — 384 B RE R T 5 18 M)A LS R
FEET A, REAR . TR AR 69 33 SR P 77 45 B HB1R B9 20 8 3R A TE X3 SR 4K g )
RETFTE&E W AM R AR IR B A

ALK 165 IDNA PCR-DCGE ZERTR L0 BT 5 AR BT 00 A 18] 2 15 19 py P X R 44
WA AR R RS BE AT, ET IR L6 8RN
AFRNPHOT R LT TR, iy, RS RREFAINS TR
ER, X ERNMIG LT T LURIE,

A BTG FAE A I T ST — B AR T 2 BIRE 25 B JRL 00 48 7 Xt R A 08 4 T A
PHERB D FSWRAR . JELEXT SR O Py R 40 B A A0 H Ao ) T JF R 4 K B
PP, A AR R S R AT R P RO U R 22 T LA R R RO R R
[ 4 e AR L g B ST R 5 R AR K A T AR I 56 R B8 T B AN B,

3 gg

16S DNA ) PCR-DGGE JL P EIE R LA B Wi R Bk tH A Rl b iR (E] . [/ A (R A
() B Ao PR (R 8 2 B A A U TE 50 70 880 X A A o B X M A B 8 5 M I A R B B e 2
FEEBHERELN ., AFEXTEME A R R R iR B 885 5 18 A 004 A A R E Rtk de
A, XS RENERIEFERALR . HE 16S 1DNA 1 PCR-DCGE ZH % a]
PR AN [ Xt 47 {2 P S [} — 3 AT ¥ R 3B =5 Bl 1A A A ST A SR TR AE

A
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