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Abstract: Studies on the: distribution of microbe and their degradation of organic material in compost are presented, and
the: character of denaturing gradient get electrophoresis (DGGE) method is also discussed. Combined with PCR technolo-
gv» DGGE could be effectively applied 1o invesligate microbial succession in composting with natural microorganism and
with bred microbial community, which could provide prompt and efficient information 1o facilitate development of com-

posting technology.
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WA R, BRARE, I TICEYHRME KR, FnSRrREREE
£, BATE AR 2R AR, REEENEA, SRS e
R B, EHEAE, HEPHEEMEYEERE, ABAE. BEEMAN,
SBGREMENDMI AR, ARATFHERMAVR, FELLAE, HIEMNR
BEHLE FFHE 55C ~65C, #AMEMEENE; A&RE, MEMUIRGRAEN
E, FECBRKAR, BRMEGEEZEAEMNRT, EARMETERMER, o
B RREMSBER; FESFNEN R, REDRBEHIES. UERE
T, FARBRE, KMNEEYMHERE, BTIRE, ARTEHAEREH, 4
EmEE RS, SOomyBiNies; MEEARRY, FHREERELE, RARE
B SR TREY P OEA RS RERE, HEERERRRE.
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{4 B HE AR S R F SR AR R P R 0 L E Y, TR B TR s RS E L.
XEIERE ., BREYEBEA R, AT HHREESRE, BE-AHEE, ARERN
FHENE b S O I R A AT R, FERERE EE A A RS B, 153
B ALY . TR EDEN, M TRIEER T, W g R R

HAT, KEBHAAREHEENER T, SEnadEie &b &g,
TS AT, RN —SHa T R MER B ES R, Fang ¥ AR
FH Biolog system 7k, TEHEAREArES . (RER)E T4 sl et v S OF AT ™ . BENRNS
R RR ST BT 8 ISR R M I SR S O Rp R R AR, BRFCREE, BEEEICAEEST, WL
PR RER R AR B L R AR AR T AT DS SRR A, MBEPFAEE X
B AR T RN, BN TREREAEUEFRAGT L, REANE S
BREMA, ARy ol MRS BP R EE BRI, JUIHN FAERE#A L
P RN A T D, IF ZRWIES T — A, H, BREaYEEHNERH
ABAKEEA, EMEBRAKE LRSS BRI EEEROEL. HENE,
SHEABH AR A T 2 AT S e 2Lal

YRR B R K (DGGE) RIE BRI & RE¥ER DNA 3B B AR : DNA
DTEMEERE T %L, SURELR R, DN P, 4 FEEREY
k¥, BNSERR (RE) mEARMHEEER. RPN ESE 26, WEH
DNA  FTESEKR P il TEEH N E, BEERETH, REAFELERFENNE,
TR AT PR AR, X B 254 A] B DNA B A8 s/ I s g V) TR 4246, #E4T PCR 7
1, REREENR DNA BREEF, 8 -FWHRRE—TFROMEDREE, (UL
s meEaam MG R, S mEaKAL, DCGE B B AT I = K HEH tE R
BaBE, RESENE S T R/MAR, HBREGF ARA DNA 0 F#fT 08, RE, R, o
I E BRI AR Ak EE ",

16S DNA HRIETET R AEY T, CidE TREDSER#HLNER, BRA
RFEX BT AEH, BATEES, REkEm ZHTREYNEE. NESHERFTD
B DNA, @it PCR ¥ 1 15 5] 165 tDNA, #Hi7AEHER SR vk, 7R8I FIEAE
REAE, AT44 DNA 70047, REREEYER . XM T EAGE M Tl
EHEIE R B RMECEY, ERES BRI UR AT IERRNARRIRE
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W, URBRSHEYREPSRMBMA DNA P, THRER, FEEHRENEZ®E, N
HATMARBHETUEY, SFEWE AR EZES UG SR BT R 7 T 2
W T IR R E BB

3 DGGE ATHESEPREMANEEARHOTR

K. Ishii % ASRH] PCR 734 #1 DGGE H AR, 374 163 (DNA #4748 . 78, &
FISTESRG DNA 554, X AR WA F AT 00, FIUHBIRERITR R, %#F
FIREBGE M E R R G LM, IR SR SRS B PR gD
ﬁtﬂﬁ[wo

TRAEFES R FAHIT, DCGE ZFREMAMNEL. MERENFAR, &
wHED, HREERR, FTBESREE, KRN HEN MYt k4 M
RUZEE, FEHERE R IR B, DGGE 3%t DNA 45443 5145 PO R o 22 1 5 1 % %
R PSR R3S Bacillus sp. , Virdibacillus 1 Gracilibacillus B
AREHMLE, PR EEENE, RELNREMEN, B. cogdans K%, #%
WHEME KRR FR, A& pH EF. 7EREREE, SRBPMENA, BBHNE
. 9 S. multivorum, A. otitis, Cl. fervidus, Cl. filimentosum 1 Alcaligenes sp. NKNTAU
B MBEERYES O #S, X E T IRERRITOERAS, EHREENHT
RN TEFREMEDEFORFE. EEAM, DCGE £FMiEENE
%, (WELTHEIRA, 5 Anhrobacter H X1 1B M4 K BHE FIRMAEY, xR
®H], MEIEABREAE S TR E RN, HACYWIEES b DNA MRS 5 DNA ¥
TR FRAT B RS R, AR AR, RHESHANREY S
s, HUfRGHBGEY, MRS . BRI RE I TSRS, MH
BFFCEED, BRZAIE DNA JUT 95088 .

4 DGGE m%%&iﬁﬁﬁ%ﬁﬁﬁ?a

FEIFAUTER (B EVERE, AWM EDRETFAEERE
BIHERE AR E B &R . REARERMER MCL. ¥H6E MC A TEDRBHIS g %E
HEAC, ATLAMMERHEAEH B2, HHERERRM 3P HEE R 2 MRS,

PrR R R MRS EY, DGCE iAW RV D E R LR
WRERFETH. ERWIXR, X B. C. DHMESES, MESRT AR FHIRHY
F%, M&AT B, C. DFEHEL,

X PCR I VIWAL T AT 70, R AR T C. thermosuccinogenes, X ™
BREE, XFREAETEMERNES, ERRHEME T R RiE. 38
HMER, SRMARRF A EEMARESTARK. & C. DA EZRIMEMEL, %
A TR —HWEWARBRNT, BT Brevibacillus sp., Brevibacillus JB NP R ™ 17 €1,
AR &SRR, 554 C-E X R A 40 5 0T 6 588 0 I8 R B G ML 74
X, ENFARNEED THRENER. BFF25ET Bordetella sp. M Pseudoxan-
thomonas . Bordetello RANHE ™ F IR A, FREAKMEBEENIELBEME, 16
MAEES . A% W Pseudoxanthomonas 1B A B 207 4. DGGE A Hisk B3
W, R ERYLS R EELFETHEA - MAYEED, XL s
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ESACET S, XSEYZRRFIFEEIRHER. MEAT DA FZRBRARE
FpRRK

MAATHERER T ARFERE, S8 WETE RAS, RAEC xS
RESRH P AT 4 REIRERE . ¥4k, RN FIMEMB AR AR, ALREMILHE
TE A SRINMEHH B R R T, 5B AT BR8N R R T B0 B 3 1 E D
. SEMEHFERBENTESERNMEYRH RG], SRENREDEET,
ARBRAEY Z FFEEDMNE A2 EARRABOER, TLHEARNHEYIKS
HMREREFNE, MHEREARE WESRMERGE D, HiL, 1R REEY
HETHEFRUEY LR RANE Y, WG R R RE MM X MR
Wit . iEid DGGE 43 B5 #1165 rDNA W AT R B, fEREYR R T ERMKENE
AR, BRI LA R = Wi 2 R 3 . RS v B Y e
BRI RESRE, HRMEYZRMXRURENSHENYRMGERIUY, 6
8 BT 00 T RO 20 T M S BT AL ARG O IR DA T g AE S R B T 9 il
M HER, #F—LRAHUMECIER, SEAERRE, W DCGE X0t Rid B2 4th
TBIEAR L
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