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Abstract: Bacterial biodiversities of microbial mat and sediments, which were sampled from thermal springs of Tengchong
Rehai in Yunnan, were preliminanly studied with PCR-denaturing gradient gel elecirophoresis { PCR-DGGE} . Directly
extracted total DNA from envinmental samples amplified by PCR with two sets of bacteria-specific primers. The PCR
products, which include the Vg and Vg high-variable regions respectively, were analvzed by using DGGE. The DGGE pro-
files nol only indicated the existence of higher levels of bacterial diversity, but also showed that the microbial mat and sedi-
ments have different dominant bacieda. Furthenoore, the bacterial PCR-DGGE displuyed clear profiles of bacterdal struc-
ture selected by the key abiotic faciors of the extreme environments, such as temperature and concentration of oxygen.
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WRBEHAREFES . HF, THEREEKHANK (denaturing gradient gel electrophoresis,
DGGE) Bl 1993 % Muyzer " & UCH NI B T RUE AR SR MB R UK, £RBRHTH
B EREM AR FTR PEEE T R A, B R RS s e i X SR
HRFRER, WEBK AR RSN B S WS 2R R R ARE S 7 Hh
BRSBTS

A X H A DOGE B3 s 3 MERBRE 4 MRV RAE SRR T O
K, BRER, FIRESPHEARBRFENAHLAN, FATRRBE. AFF
YELFEENERPAHARF AR ER, HEWHPREEYHITRANBR.,

1 #R5H*

L1 HmikE
FEACRET 2002 4F 10 AT ), FrRH RorE R MRy, a3lRETES
RIRSENE (HMZ), KIR® (DGG) MBRBIRA L HRER (YIQ-1, YIQ-2) (B
F£ 1) HERE 3h ZH T 0OCRBERTT, EXREEET20TERERT.
£1 RESGHEFWHE

HREE FHEA BE (C) pH LT
HMZ L L) D 8.0 P iy 0%
DGG K & 7.2 RA B BHRY
YIQ-1 MEiR LR n 3.4 RIETRS, A
YIQ-2 B R T B 90 8.4 REFES, BRANT

1.2 & DNA HRIR

s L RBEMYERREL S, KHEST AR AKERTE, 5
IR SRR G P HRER U & DNATY
1.3 PCR# ¥

FME ) 165 DNAEFRZ|Y, ¥ 3%tk 165 DNA MEER KB (F2). PCR ¥ %k
AW 50 pl, B4 S pL 10 x Buffer, 4 yL dNTP Mix, 4 (LiEB519, 4 pL 2514, 1 6L
DNA fR1i, | U Tag DNA 584 ; PCR Y IERMAN: MACHEN S min j5, ST 207
TETHIIET PCR (94°C 1 min, 18K | min, 72°C 3 min; BXBEH 3CH 3T, F—
EAEM1T), B#T 15 MEK (94C 1 min, 48CEK 1 min, 72C 3 min), BE
72°C 10 min,

%2 FA3IRHAES)

514 i F#l {5'w3) PCR =41

P11, 1055F 1055 ~ 1070 ATG GCT GIC GYC AGC T VR EX
1406R-GC"* 1392 ~ 1406 ACG GGC GGT GIG TAC 392 bp

p2!"; 341F-GC 341 - 357 CCT ACG GGA GGC AGC AG VR R
907R” 907 ~ 926 CCG TCA ATT CMT TTG AGT TT 626 bp

® GCE—&Q‘Iwpr‘JEﬁGCQ‘JF“Fﬁ']. HER Y. 5 -CGC CCC COG CGC CCC GCG CCC GTC CCG CCE CCC CCG CCC
G-y

PCR =3 FBEBEBE (Silver Beads) DNA EERNREREAE (FE4ET) Sefraidk,
1.4 DGGE

EH 6% M BRBBER, FERES Yo PER R RS E#iTHRX. P1
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TPERIBEEE R 35% ~75% , P2 AEHERIBIE R 25% ~65% (7 mol/L IR E, 40% i H Bt
A 100% B PERIWKAE ). 120 VIEEHIE, 60CTHIk 8 h, B3Ik&5H )5 EB #Hir
5., DGGE #7ii fi Phytools F1 Phylip 2K {4 #7047,

2 GR5GH

2.1 /& DNA IR

B TFAEERRSE S, FHBRABR PR YRAREERD, MUCRERE
MRBUFEHITHS, EBGES A M SR R EBES 9.5 DNA, W
P HERRM S DNA #1T 0.8% MBS BRIk, 720 kb EAHALRH (B 1),
FHERBE A TR LS DNA,

MHMZ DGG YJQ-1YJQ-2

19,329

H 1 HEAFHEELSPREAE DNA (Maker: ADNA/ EcoTl4)
2.2 PCR¥#

EBUHAE DNA &2 PCR Y )5, WESIYBIRE TR AR, PLIWY ™
P44 390 bp, 4 165 1DNA I V, B EX F B, P2 M7 7= H£9 600 bp, 4 16S (DNA #Y
vV, EXAFE (F2),

2.3 DGGE&R54#

FALH PCR Pl SR B B 3k, T BN EARE TR (E3), #
HBEMHENFATERERNBE LA ER, MSRIHTESRNT (£3), WRELW
ERBERGRNMEF R (F4),

DGGE B DNA F BUFSIRAAR, BEEERERM AR, W BX/MERK DNA
By i kR i, MIEHIER, DGCE #if P rE — &R E— DT A mERE
SATHRAEA BN (OTU)™ . TR 3 MGEHERTTUE SR, 319 P1 ¥ ¥K DGGE
W, HMZ A 3347, DGGH 28 KW, YIQ-1 8 25 &, YIQ2 4 26 &4, XifHE
FhIASERE R /W 20 Fp LA AT REFP AL, MEAHRBRFEWAEZHENE. RN %
P2 517" DGGE Wi ikl 17X — &, Mo, BT DGGE #E# N M a2
MR B MREYYRETES , AFENSEE A — SR EATLUR B AR R PR
B, AILLAA PR AW AE TR R (B3),
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F3 PCR %W DGGE B
1 Pl PCR7™#1% DGGE B3, II P2 PCR /=414 DGGE Hi%
A HMZ, B DGG, C YIQ-1, D YIQ2
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YIQ2
YIQ-1
DGG
HMZ
El4 DGGE Hif AR
#3 DGGE Hritgit5E
HMZ DGG YI)-1 YI)-2
PIDGGE 33 28 Al 2%
RPN 9 10 4 5
Pl g5 (a5, a6, . al0, a5, (b3, bS, bl4, bl6, bi7, (3, o, old, el7)—(d.\di0. dI7. diS. D)
MFME ale. a2, a¥, B31) b2, b23, b24, WIS, K27 R W i R,
F2DGGE 32 34 k]| 32
FHE 9 9 6 3
P2 R (A4, AI2, A19, A2, A3, (BS, BS, B2, RZ7, B9, (cz, Cs, C19, (D2, L5, M5, DX,
3k 55 A28, AN, A¥), A3l) - BX, BR, B33, BM) 21, 2, (26) D21, D26, D298, D30)

X DGGE i A ER R, FRERNES (EERARKIEY) EigE
VR dUR EZRBE. 519 LA P2 I 960 DGGE Wikt Box, HMZ AR E 34
HAHERRN R HA 283 &, MERREEYRHREZFTENRGE L
AHREHAE. ZEEHFEARRNWLEEFSBNES: BEENKLF AR
A HCO,-Cl-Na BT HE 3 AR IR /K42 8RR C1-HCO,-Na 57K ey BH & TR
HFHEfA8E, RERTFHERSWYFAR ™A EW, T UMZ &% %%
ST ks WUR SR O BB, HE SRR S R B B R AT RS,
HAUENERGITE R LR S EN YRS f el .

o, BEGEZWIAESATARHENEZRR. RARBHYLERRNER
[, {RIRE BT YIQ-1 1 YIQ2 MEABHARERA K, KWHMNE, B4,
REMERE, AR —SEHNAT LFEER, B5REZFHHX DCC HE,
PRI ZERBR, BHEAMBRMNRFTHAELRR. P17 DCCE B4 M43
B, YIQ-1H YIQ2 HIRKI AW EE 16 &%, YIQ-1 1 DGG MRIM&HH 6 &, YIQ-2
M DGC MIFIR &R 7 &, T3 MEESMEMZTIA 3 &, 4 P25 #™91 DGGE
EEETR T, SRS ZE.

e DCCE H B R FHHE , MESERHIITRLSN LR (B 4) BiEWT
FRE . WRXEMUEWREN, mTFHEMMERRAR, HMZ 5HE 3 P HXER
BE, PHIPE— L, D432, HEERAESTEERAKN YIQ-1 #i
YIQ2 RA—#%, SYIQHEGRAIIHYH DCC ATRENZ S, BlZkr—19
T4 32
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3141 P1 #0 P2 §44 74 DGCE 0TS & &5 10 A — B, B F RS0y i~
PR & AR EE KB A NRFER N B, MR —8 8RR 38~ 9K DCGE FH#
H 3t A 5 24

3 &g

DGGE EL Uk M 2 H M0 S A ) SRR A9 — B pGE o] S0 305, FLAr b A
oG, TR R R SR MR R B SRR RINTMARE
Y. REIELEE RIPFSE AR T 4T DGGE R ML REM, GBS PHEER
MRRIBWHA AR T EORE R, #FE 20 MU ERTRBMAERNE. &
MENSRRAYERNSE AR L ZRBE. HH - XERNAESHET, WHMASE
T (5. HESSMWEEPMEYRYFHRARAEE.

LR, BHEHEEASSHEDREORICRE, (UL DGCE AHERBN, &
T DGGE —Lehlis, iRk, 28B40 7. HIH . RRIEKELXFHER™ 4
WES, FESHEN LM, KB, FMURTEEEER, ARERRNAE
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