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SEQUENCING OF WHOLE SEGMENT IV OF BOMBYX
MORI CYTOPLASMIC POLYHEDROSIS VIRUS

[IN Weil  YANG Wen-Li? XU An-Long® LIANG Yu-Yao' CHEN Sen-Xiong'
( State kev Laboratory for Biocontrol , Zhongshan University Guangzshou  510275)"
( The National Opening laboratory for Marine Funciional Genomics Research, Zhongshan University, Guangzhou  510275)°

Abstract: Based on the preparation of cDNA library using random oligonucleotide, a series of primers overlapping the
whole segment [V of BmCPY and an adaptor of ssDNA were designed, BmCPV dsBNA segment [V was acquired by RT-
PCR amplification and sequenced. Segment [V was 3,262 bp long and had a single, long open reading frame. BmCPY
segment IV encoded a polypeptide with 1,058 amino acids. Sequences analyses showed that it was homologous 89% and
95% 1o BmCPY dsRNA segment IV of Japan strains in nucleotides and amino acids, respectively.

Key words: Bombyx Mori Cyioplasmic Polyhedrosis Virus (BmCPY), ds RNA, RT-PCR, Sequencing

FEEfRRE (CPV) E—-XBFEAE BWRAREEX, BTHHARERNRE
fiEFEHER., ZRERMARNTEREN FAFREERIZAENEQRNEF,
BEAaEENHm FAHRAHME S,

FEELAKKE (BoCPV) RFEEAKRKEBNEAMZ —, RENTHIEZ
F ik, HE#EHN80m, FoFEEXF 2L, 8IMTHASARERR" . AWRSE
B R 10 FBXWEE RNA (dsRNAYY . &8 5 MEMEH VPL, VP2, VP3, VP4, VPS5,
HEMRARRZERENGLEREY, 4, VP A VP3 IR AEAFER . Keiko
SAMETHAFRESAERE HE IsSRNA FBEIVRI 2], JH17F SF21 A b &%
TERNSER, Westernblot 2832 E W, dsRNA FEEN HMEEEHRZAERELTEA
VP3[3:D

FEFLMEMNTOSHEA RNA BSA, BB dsRNA JHR 4 B mRNAM . 20 fit
@80 R, BEXEEERS RGN FrREXEREAKFRESMEATESA
RSt R RS IRE, FAAEZRCHRESBIFEREN dsRNA B R EBERNHER
FoY mRNA HAT THRABIFR, MFET T SRNA SR B SR ES MR WX R4
B¥%, AN, RRASAKKE SRNA S ABRNKFFIME THEELRLRHE., A%
HTREXERZAKKEERTES VP MLSFNME, X BuCPV & 5HEXREMH
SRR T Hal,

1 #%#
1.1 Sk

EEREAEAHEFRIVAFERREN. UXREZARBRE S R EXES S,
Z 10N EEAEER.
1.2 FiR @&

Sk pGEM-Teasy i £] Promega ANA; KRBT HES DHSa AL R EHRF.
1.3 IARRAECHSTFEWFEA

TRIzol LS Reagent, Thermoscript RT- PCR Systems A Gibco BRL 2+ Al ™ ; QlAquick Gel
Extarction Kit #1 QIAprep Spin Miniprep Kit 24 Qiagen 2 B /™ g ; % v {5 & DNA Polymerase
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& TakaRa 2% 6] /2 & ; T4 RNA Ligase A7 Promega 25 8 7™ df -

2 A&
2.1 BmCPV dsRNA KB IV Eahiik

E i Kyoji 1 Masahino E{Jf?’fhjfﬁ“ﬂgﬁﬁi, # B TRIzol LS Reagent — £ ERK
BmCPV ) dsRNA, #3715 &1 dsRNA #17 0.7 % FAE BEEE B AL 3k, $% QIAquick Gel Ex-
traction Kit i3 B 342 B [T Ui - i fk dsRNA R BRIV
2.2 dsRNA B IV E=FNRE

iz B Paul % 71515 B T4 RNA EHEBHLE Spg dsRNA A BLA 30 R 15 — L6 DNA
3L (5’ PO, TGG TCC ACG CTC AAC GTA GTC NH, 3°), WMIEHHIFLER (88), EHE

TR #T5 it (WE 1. ML P, » P P,

o Adaptor
- —-

Pos Puis Peii Pias Paas Py, P4.J:y‘jgi%‘s % Gib- —:= - -
co BRL 2+ & i W $5:# 47 RT-PCR, H M A B, A;;'ptor - -— _._"P
SAL 4 Qiagen 25 F LB BT B W EHE Pro- Pro Py Pea

/\4. » u . g Y
mega 2y @l LB H AT, B T7 M1 5}36 ﬁmﬂ{f%’}l;ﬁh B 1 BmCPY dsRNA K B IV 7 0
S H ABI377 DNA Sequencer DNA H 31 F 5 {1 )% R e
e, BTMHBRELSE 3K,
3 &8
3.1 BmCPVasRNA FERIVHEFF

kit #F 1 BmCPV dsRNA 5 B IV f1 5 B2 RT-PCR ¥ 1%
93 b KE ﬁ%ﬁﬁ()mkl( ) s E#R |3 (5~ 3)

\ nt /I (bp 5 T~ ¥

(% % % ) s ﬁ ; Py, GAC TAC GTT GAG CGT GGA CCA
ERAHE)E 2~ 18 187 P»  CGT GTG TGA TCG TCG TTG TGA GTT G
RN e e ST

2 A -1
PCR 1§ 5] 4 1 . 1655~ 319 | 536 P:‘,z AAT TCA TAT CTA ATG GCT CCG
KB, 2, 3, > 0T ’ Py, CTA CGA GCG TAC AAG TTT GAT

N P GAG ATA ATA AGA CCA TCG ACG CCT G
(& 1), f, 3,050~3,262+21 231 S
KA 5% 187 P., GAC TAC GTT GAG CCT GGA CCA
bp, 1, 677 bp,

1,536bp, 231 bp, Lt B M B3 T L& 40 i, BFEEEH BmCPV R BRIV W2 KT,
EHEH3,262bp o FA—TAEMIFEELGE (14t -3,190n), Hi-—-TK1,058 8
EMAORB LI, ZFFE B GenBank MR, FHEE SN AF433659,
3.2 FAEEBESH

1t 5 GenBank K] Database FF17 7| L& p#r AP, Z# BmCPV 5 H £ BmCPV H
WU R IR TRARNEY N 89%, ERMFATER 5%, B4, 44 BmCPv 5H
A& BmCPV H #k2Z [MI7E7E 3 TR HFM (1,173 at ~ 1,175 mt) MEIBE, BILHL A4 BmCPV H
HEERIEZ I MEEM, S5 A4 BnCPV IRZRIAFEZTERMPE, Hik, &8
BmCPV 5 H A& BmCPV I BRI FRZ X R EIR ., BRILZ4h, Atk BmCPV 5 Wi Il ALY
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HEBRRAKBEITESERE. EFRSSREEREK.

4 itig

HEEE A dsRNA K EIE AR, TEREAERREIR 14 P HEEY, )k
RZEELEIANTEETEOTERARY . AMUEESAKKESTHNKRERNEE
BHEEEFIFEE, REAFEEKMNELAEKIEZFREZT RNA 58 F B
#H> ., RRHERBRLMERT HEk, 1B dsRNA FEINBISFIEMERR, BH
TR FERTFTEEAELIRE . Houssam''™ B4 T AT A M E dsRNA FEFMER, AN
dsRNA £ KA B AT 2~25kb i#f, RBE—ERREKIFFINRZE, BHASTBRRSEHH
TREMT. $TUERE, RIMVEBHEVEENFOER (B), RETORERN
FiEBETT BmCPV dsRNA HBEIV 8 FI M2

BmCPV MIEEAT (A+TX% N 58% ~64%", AT #ERELNENIIHS BN
FHRFIIRE, BiHELRTHSIM, BWE B3I EAEN, RIS 1R
YE (A+T) % ~45%, F4b, HELA9 3" RE-NH2 3 B 7T LBy 1F dsRNAJDNA % $ i
3k DNA LRI B EEA,

$ % XM
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