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165 rDNA-RFLP ANALYSIS OF THE FAST-GROWING SOYBEAN
RHIZOBIAL STRAINS ISOLATED FROM XINJIANG REGIONS

PENG Gui-Xiang CHEN Wen—Xin
{College of Biolugy, Ching Apriculturai University, Beijing 100094)

Abstract: Thirty—four fast-growing soybean rhizobial strains isolated from Xinjiang Regions were analyzed by 168
TDNA-RFLP in comparison with several type and reference strains of related species, The results indicated that
all 34 jsolaies shared the same patierns and above the similarity lever of 90% clustered with S xinjigngensis
strains, bui were differemt with S. fredii, 5. meliloi, S. saheli, S. medicae and 5. teranga. It showed that S.
xnjiangensis is dilferent from 5. fredii and should be assigned w0 a sepatated species according to the 16§
TDNA~RFLP analysis. In order 1o make sure, the more analysis for the laxonomic posilion is under way.
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1 CCBAUSB30801 Glycine max A CCBAU
2 CCBAUS30804 Glycine max A CCBAU
3 CCBALUS308{7 Glycine max A CCBAU
4 CCBAB30846 Glycine max A CCBAU
5 CCBAUB30839 Glycine max A CCBAU
6 CCBAUSB30818 Glycine max A CCBAU
7 CCBAUB30830 Glycine max A CCBAU
8 CCBAUS30823 Glycine max A CCBAU
9 CCBAURIGR2T Glyeine max A CCBAU
10 Sinorhizobium xinjiangensis CCBAUI08 Glycine max Xinjiang CCBAU
11 Sinorhizebium xinjiangensis CCBAUL10" Glycine max Xinjiang CCBAU
12 Sinerhizebium xnjiangensis Rx22 Glycine max Xinjiang CCBAU
13 Sinorhizobium meliloti USDAL002" Medicago sativa USDA CCBAU
14 CCBAU330835 Glycine max B CCBAU
15 CCBAUB30831 Glycine max B CCBAU
16 CCBAUB30811 Glycine max B CCBAU
17 CCBAUSB30808 Glycine max B CCBAU
18 CCBAUS30821 Glycine max B CCBAU
19 CCBAUB30814 Glycine max B CCBAU
20 CCBAUB30805 Glycine max B CCBAU
21 CCBAUS30826 Glycine max B CCBAU
22 CCBAUS30825 Glycine max B CCBAU
23 CCBAURB30803 Glycine max B CCBAU
24 CCBAUS30815 Glycine max B CCBAU
25 CCBAUR30813 Glycine max B CCBAU
26 CCBAUS30802 Glycine max B CCBAU
27 CCBAUSB30829 Glycine max B CCBAU
28 CCBAUS30833 Glycine max B CCBAU
29 CCBAUS30810 Glycine max B CCBAU
30 CCBAUS30807 Glycine max C CCBAU
31 CCBAUB30838 Glycine max C CCBAU
32 Sinorkizobium teranga UsDA4101" Acacia lgeta Senegal USDA
33 Sintorhizobium saheli USDA4102" Sesbania cannabine Senegal USDA
34 Sinorhizobium medicae USDAL037" Medicago spp. France UsDA
35 Sinorkizobium fredii USDA194 Glyeine soja Henan Usba
36 Sinorkizobium fredit USDA2048 Glycine soja Liaoning USDA
37 Sinorhizobium fredii USDA205" Glycine soja Henan USDA
38 CCBAUB30E33 Glycine max C CCBAU
39 CCBAUR30844 Glycine max C CCBAU

40 CCBAUR30842 Glycine max C CCBAU

4] CCBAUB30812 Glycine max C CCBAU

42 CCBALUB30816 Glycine max C CCBAU
43 CCBAUR30806 Glycine max C CCBAU

44 CCBAUB30809 Glycine max C CCBAU
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