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Cre/loxP Z5¢, FE T AU LU Elovid LRy
S AR 0 R PR Bl 2 /N B o 3 e R R AR AG
KITALIEAE Tl e alif 73 R mibk /N R,
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HHEEER, JEEATFRERA . BREYTh
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FEAL KGNS 5 Hi-Meth, {51 ) 30 3 A R £h b 3t
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B+ X1 DNA AL N, HER Hi-Meth -
BIMFEIRS BSP MIPE5R, KIPIH FEA—
B I RA BT TR G2 e gAY EoR
(5T, Hi-Meth ~F & 0 F LA SR 440 T
— MR IERE, B AR T RE AN TR
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