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Abstract: WRKY transcription factors are one of the largest families of transcription factors in higher plants and involved in
regulating multiple and complex growth and development processes in plants. WRKY12 is a typical member of WRKY family. This
article summarizes recent research progresses on the regulatory mechanism of WRKY12 in multiple growth and development processes,
and analyzes the functional differences between WRKY12 and WRKY13. It provides a useful reference for further studying the molecular
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