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Abstract: Protein ubiquitination is one of the most important and widely exist protein post-translational modifications in
eukaryotic cells, which takes the ubiquitin and ubiquitin chains as signal molecules to covalently modify other protein
substrates. It plays an important roles in the control of almost all of the life processes, including gene transcription and
translation, signal transduction and cell-cycle progression, besides classical 26S protesome degradation pathway. Varied
modification sites in the same substrates as well as different types of ubiquitin linkages in the same modification sites
contain different structural information, which conduct different signal or even determine the fate of the protein substrates
in the cell. Any abnormalities in ubiquitin chain formation or its modification process may cause severe problem in
maintaining the balance of intracellular environment and finally result in serious health problem of human being. In this
review, we discussed the discovery, genetic characteristics and the crystal structure of the ubiquitin. We also emphasized
the recent progresses of the assembly processes, structure and their biological function of ubiquitin chains. The relationship
between the disregulation and related human diseases has also been discussed. These progress will shed light on the

complexity of proteome, which may also provide tools in the new drug research and development processes.

Keywords: ubiquitin, ubiquitin chains, crystal structure, lysine, diseases
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Table 1 Ubiquitin genes and their loci in varied species
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Fig. 2 Ubiquitin amino acids sequence alignment result of different species.
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