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Abstract: Recently, more research about the plant bioreactor expressing genes encoding human proteins was reported. In
the present study, the cDNA of the human gene keratinocyte growth factor 2 (KGF?2) was replaced with plant preferred codons
by PCR, and the modified full-length cDNA was cloned into the plant expression vector pPCAMBIA-YO containing the oil-body
promoter. The fusion construct pCAMBIA-YO-KGF2 was transformed into Brassica napus by Agrobacterium
tumefacien-mediated cotyledon transformation method. The transgenic seedlings were identified by PCR, Southern and western
blot analysis all showed that KGF2 gene was successfully expressed in in transgenicBrassica napus.
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Fig. 1 Identification of the KGF2 product by agarose gel
electropeoresis. M: DL2000 marker; 1-7: Compound flow of
KGF2 gene.

YC promoter

CaMV35Spromoter
Hygromycin (R)

CaMV35S polyA HeoR.

KGF2

Bgl 1l
Nos polyA

T-Border (right)

2 EYFRIEHE P1390YOKGF2 FL B i
Fig. 2 Plasmid map of plant transformation vector1390yoKGF2.
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Fig. 3 Restriction digestion analysis of recombinant
plasmid p1390yo KGF2. M: DL2000 marker; 1-3: p1390yo
KGF2 digested with EcoR 1 /Bgl 1.
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Fig. 4 Obtaining of the transgenic plants. (A) 4 day Brassica
napus. (B) Strong seedling cultured of Brassica napus 1 cm.
(C, D) Shoot growing roots. (E) Transplanting of the young
plants.
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Fig. 5 Identification of transformed plants with PCR. M:
DL2000 marker; 1: positive plasmid control; 2: transgenic
plant; 3: negative control (ddH,O).
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Fig. 6 Identification of the transplants by Southern blotting. 1:
wild-type plant; 2, 4: transgenic plant; 3: plasmid.

1 2

7 HEEREE#RE Western blotting 7 7

Fig. 7 Identification of the transplants by Western blotting. 1:
protein of wild-typ plants seed tissue; 2: protein of transformed
plants seed tissue.
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