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Transformation of enhanced green fluorescent protein
gene in Paecilomyces lilacinus mediated by
Agrobacterium tumefaciens
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Abstract: The main aim of this study was to transform the enhanced green fluorescent protein gene (egfp) into biocontrol fungus
Paecilomyces lilacinus strain 9410. We constructed the expression vector pUPNGT of the fusion gene nptll-egfp using pcDNA3.1(-)
as a helper plasmid. The egfp gene was then transformed into P. lilacinus strain 9410 via Agrobacterium tumefaciens-mediated
transformation. PCR and Southern blotting analysis showed that the egfp gene was integrated into the genomes of the tested
transformants and the integration manner was single-copy. The transformants could generate green fluorescence when they were
excited by 488 nm blue laser. These results indicated that the egfp gene had been successfully transformed into P. lilacinus 9410 and
expressed in the tested transformants. Our work may provide a new approach to assess environmental safety and practical biocontrol

efficacy of P. lilacinus under different conditions.
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Samson 1974 & —F T3 S Z R VIR PRIy > JE 1
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PGHEE I FEE (Enhanced green fluorescent protein,
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Fig. 1 Construction flow chart of the expression DNA cassette
of the fusion gene nptll-egfp.
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Fig. 2 Southern blotting analysis of transformants of
Paecilomyces lilacinus. +: positive control (plasmid pUPNGT);
—: negative control (genomic DNA of P. lilacinus 9410 original
strain); 1-4: genomic DNA of transformant 1,4,18 and 19,
respectively.
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eGFP1
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B3 REMUEFEHUTHRAZMEUR (200x)
Fig. 3
lilacinus using fluorescent microscope (200x).

Observations of transformants of Paecilomyces
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RATHEN FHFEAL T (ATMT), JSIhSE B T 1 55 7Y
BT I egfp ¥R L INTE B 9410 (193 {5
fbo GSERAIESE egfp L LLsLEE UL Jr 20 A 2R
AT 9410 RN, egp HEMNAEFAE L, H
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