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1~4.Recombinant plasmids from four transfomants
1.3kb DNA 5.sppl EcoRI digestion

2 © FERFERMEMARAATIKSHIEST http://journals. im. ac. en



418 15

1 GGAGGCCGGCGCGACGGGGGCCGCCGCGCCGCTGGTCGGGGTCACCGGCGTCGAGGGCAG

61 CGTGGGCGTGGTGATGCTGGCCGACGCCGTACCGGAGCGGGTCGGCGAGCGGGTGGTGGA

121 AGCGGCCCGCGAGGTCGCCGAAGCACTGCGCTGACCGCGCGGCCCGGACACGGCGAGGGT

BRS ORF—

181 CCCCGCGGCCCTCACGTTAGAGGGATTCCGTGCTCTCACGTCTCACACGCCCCCAGGCCC
vV L 8 R L T R P Q A

241 TCGCCGTCAGCGCGCTGCCCGTCGTGGCCCTGCTCGCCACGGCGGCGTTCGCGCCGLTGC
L AV s AL PV V AL LATA AWM ATFAUZPL

301 CGTTCTCCGTGGCGCAGCCGGGCTCGACGGCGAACGTGCTCGGCGAGAACCAGGGCACCC
P F S V. A Q P 6 8 T A NV L G E N Q G T

361 CGGTGATCACGGTCTCCGGCACGCCGACCCGCAAGACCAGCGGGCAGCTGCGGATGACCA
P Vv I T V 8 66T P TIRI XKXKT S G Q L R MT

421 CGATCGTGGCGACCGGCCCGGACGCCCGGGTCTCCCTCGGGGACGTGGTCGGCGACTGGT
T I vV A T 66 P D A RV S L 6D V V G D W

481 TCCGCACCGACCGGGCCGTGATGCCGCGCGACTCGGTCTATCCGAAGGGCGACACCGTCA
F R T DR AV M P RD S V ¥ P K G D TV

541 AGGAGATCGAGAAGCACAACCTGGCACAGATGCGCGAGTCCCAGGACTCGGCCACCCAGG
K E I E K HNLAQMUBRE S Q D S A T Q

601 CGGCCCTGAAGCACCTCGGGCTCAGGCGCCACAAGGTCAAGGTCACGCTGCGCCTCGCCG
A A L K HL G L RRHI KUV KV TULRUL A

661 ACGTGGGCGGGCCCAGCGCGGGCCTGCTGTTCAGCCTCGGCATCATCGACAAGCTGGACG
DV 6 6 P S A G L UL VF S L I I D KL D

721 GCGACGGCAGCGGCGGCGACCTCACGGGCGGCCGCACCATCGCCGGTACGGGCACGATCG
G D G 8 6 G D L T G GG R T TI AOGTG T I

781 ACGGCTCCGGCAAGGTCGGCGCGGTCGGCGGGGTGGGCCTGAAGACCCAGGCCGCGCGCC
D 6 s 6 K VvV 6 AV G G V 6L KT QA AR

841 GGGACGGGGCGACCGTGTTCCTGGTGCCGAAGGCGGAGTGCGCCGAGGCCGGGGCCGAGT
R D G A TV F L V P KA AUETTCA AEA AGAE

901 TGCCCGAGGGGCTGCGCCTGGTGCCGGTGACCACGCTCAAGGGCGCCGTCGACGCCCTGG
L P E GG L RULV PV TT UL K G AV D A L

961 TGGCGCTGGAGAAGGGCAAGGGCGACGTCCCGAGCTGCTGAGCCCCCGCCGARAACCCCGG

V A L E K G K 6 D V P 85 C ¥

1021 CCCGCGCCGCCGCTCACCTCCCCTCCCGCGCCGCCTGTTCCACCAGCGGGATCACCCGCA
1081 GCGGTACCGGTGTCTCCATCACGGATCTGTCGGTGGAGGCCCGGACGATGCCGTCGAAGC

1141 CCCACCACCCGGTCGATCACCCGTTGCAGATCGGCGTTCGAGCGGGCCCACCAGCCGGCA
1201 CAGCATGTCCCCGTTGCCGGTGGTGGTCAGCAGTTCCAGCACCTCCGGCACCGGTCGGCC
1261 AGGGTGCGCGCGGACGTCGGCGCCTGGCCCTGGCGGATCTGGAGGGTGGCGAACGCGGTG

2 1.3kb DNA
Fig.2 Nucleotide sequence of a 1.3kb DNA fragment
RBS—Ribosome binding site
ORF—Open reading frame % —Stop codon
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A Novel Gene—sawD Related to the Differentiation of

Streptomyces ansochromogenes

Liu Gang Tian Yuging Chen Wei Tan Huarong
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K.F.Chater M.].Buttner
John Innes Centre Norwich  England

Abstract A 1.3kb DNA fragment was cloned from total DNA library of Streptomyces ansochromo-
genes by Southern hybridization. Nucleotide sequencing analysis indicated that the 1320bp DNA frag-
ment contains a complete open reading frame ORF . In search of databases the deduced product of
OREF containing 213 amino acids is homologous to the serine protease of Caulobacter cresceatus and
a conserved serine-catalytic active site GPSAG is existent. The gene was designated as sawD

Streptomyces ansochromogenes whi gene No. 4 . The function of this gene was studied with the
strategy of gene disruption and the result showed that the sawD may be related to sporulation and
especially to the sporulation septation in Streptomyces ansochromogenes . The preliminary result indi-
cated that sawD mutant could produce abundant pigment in contrast with wild type it seems that
sawD gene may be involved in pigment biosynthesis and also this gene is dispensable for biosynthesis

of nikkomycin in Streptomyces ansochromogenes .
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