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AKBHERZEEFEM FERNH—PHR

Tha #EE
(REETREALIRFRE KXiE 116012
Rl fFxiE
(FEFNEFRYRBERETREZREAEHE db  100052)

HUEEERRENE - ERS TEMEAWERS MB TR EFETHAL . RERESEED
FHEENRELHZ -, BB SEMREEAE FHEFAMAEESRHRIETEY,
FESRHBFHRAREILENE, HXHRREES TRARARENBRT. 1980 F, BT, £
BAEECRET KB EERDA DNA FBRARTBEHBTFRYN ., A XEEH—-SHREA:-M FR
WERFHEDEEEEFES BE | BUEHBHRILFRE,
HENBFHERNMEBE TN ZRBEAMERIBENNEY S, WEE. FERNAES
B E RN FE RN, FRE S F ol R ARG IR, 7 R0 R4 53218 YU & 5t
KRR AHEFEANMRAEERRF LS ETTRERE TROBEREEEANEREREX
MEFBAFTFERERE L M, WHBIFERTFEREFTHEERKT, BmEE TR~
B — S B TR
1 HHE5FE
1.1 HY
1.1. 1 EE#EARe . IR TR FE pKN,; # 8 CAT (Chloramphenicolactyltransferase) 2% , &
IHAEEERERS TN RS REAEY, B pML. 6 HpKEN, R TR HEN BT L#Smal
WABREHETFHEM FRFARS, HHRSEERIEERESEBEERME,
E. coli IM103: A (lac pra), thi strA, supE, endA, sbeb, hsdR™, F! traD36, proAt B*, lacl®, ZAM15;
E. coli DHSa: supE44, AlacU1689 (W80 lacZ AM15), hsdR17, recAl, endAl, gyrA96, thi-1, relAl;
E. coli LE392: supE44, supF58, hsdR514, galK2, galT22, metBl, trpS, lacYl;
E. coli HB101; F~, supEd4, hsdS20, (rB~, mB~), recAl3, ara-14, proA2, lacY1l, galK2, rps.20
(Smr), xyl-3, mtl-1, A~
WhREEE TREXESTRERTFHE.
1.1.2 FEBEHT. SHRHERE #2H Boehringer Mannhaim £+ 7], 3% New England Biolab 47
1 BRL 28] ; T4 DNA B, BEMME. KRHITHE DNA B48 I Klenow X H B, BB ¥MEY
i B 8 E Boehringer Mannhaim 2 5] ; 3 BB W 8 o B B 22 B £ Y1078 BF 0B A A0SR0 1, % Pl 0 51
RO SRk 4, 50 BT
1.1.3 EEAMLEN: DIT, X-Gal, IPTG. MmF ST DNA RICEMM RN ER HEE
Boehringer Mannhaim £+&]; Tris, SDS 9 £ E SERVA 28l (o-"P1 dCTP g 5 % EH AMERSHAM
24,
1.2 FHik
1.2.1 HAFNAHRE, BIIWRK., X Ee i€, BWETE 4, 5 3T, WABIEYABT
W K12 & IM103,

AIF 19944 0 H 26 B,
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1.2.2 MEEREBRIERE. HI0OR 3D #47.

123 FREMBTHEMKBNE— S0 R pKN, BRENHBRTHRNRE B D, B
PHE ) CAT 20 b S5 R AR TN AR # N BT RAD, CAT £ 19 %AKTED K
B EW R R RN EER OISR . pKN, f8E R H 100~ 200ug /ml.

EcoR 1 Sma I BamH [ Sal | PstI Hindll.  Hind Il Sma I Hind I

B1 pSM (), pSM (—) BHEMEHBRIREEE

2 ER5u%w ,

RAVHE M Jy BURBRAIEE Bst E 1L LM (T535bp), SM (~355bp) Fo/ANF f BLIFHEE 4451
HEEA PKN, 9 Sma T S5 5, BHAEFERRR FEER M EERER (600;ig/ml) B J5-F- IILi#k
FTEHME, FRELWRAETER, SMEREE. %&ﬁiﬁ%iﬂﬂﬁ)\ﬁﬁﬁﬁuiﬂﬁirﬂ% 5M
KB SR ERPSM (+), pSM (=) (LIS pML 6 E M ABE—RMFRAAE) (K1), &3
W pKN, R K, M pSM (+), pSM (—3 ERBEHFH IM103, DHS«, LE392, HB10L R
BRYULES R R 1400ug/ml, 800ug/ml, 800ug/ml, 600pg/ml, BIFT{H A B EHIEER 3~7 48 (I
B 2A~D>, FIEBMIEERT AN A LRI, 75 IM103 FREIEIERE, % DHse, LE3S2 3§
MBRFE Y M KA, T HB101 R XIETRE RS B pSM (), pSM (—) & #5 ¢k
EWRBAEY, HOTW B MBI, T pLM (EA LM f pKN,) THMBEEH (BHREATETRE
Ry, HEBRT pKN; HU TR ARRIE, SM 72 pSM (+) 15 N BEF AR e pML. 6 B0 T
£ 535bp, (ERRANHEHRER, RERT—ERE IR REYE,

M B 1kb, KRR EBE LIS, SRM A BRAT SEEE, WA EE R T

HEEEEER, BEERIEW: MEAXTRARRE, M FERETHEFETIERTEM A RS
BT BA SM (~355bp) &1, EHMATIFE, ATHETUEHFR, %58, HFLREHELE
R RNARET2HBRECEENER B, S8E—SFEROFFIRTA, & 4D SEEHE
FRBCFFIR LA A5 5300, U RETHEHE R R E R R 755 AL —15 RN T,
TR 2R RIS,
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3 BRIY%: KBETHEEERTHEM FBRMHE—SHE 353

15
. Host strain: IV 303 A
20 - |
215}
& TT—y

3} L. i o ] ] ] !
4] 50 EOU . 200 400 00, 300 1004 1200 1400
‘Conc. of chloromycetin pgeml‘t '

-'\ Host strain:. DHSa B

0 - T 200 400 600 800
Conc. of chloromyeetin/ugsml™!

Host strain: LE392

Olo

0 100 200 a0 600 |00
Conc. of chloromyeetinfugem!™!

Hosl strain; HB101 D

0 o 200 400 600
Cone.of chloromycetin/pgsml! '

——w—pKN2  —4—-p8M(+) —a— pSM(-) —c—— pM1.6

M2 pSM (+), pSM (—) HMFEM S B E. coli IM103, DH5a,
LE3S2, HBIOl BEAFESR TS TR I E K iis
PML. 6 F B8 FHEEREEE, pKN, N EA#ER B .
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A Further Study on the Enhancer-like M Fragment
in Escherichia coli JM103 Genome

Gong Qinghong Su Zhiguo
(Dalian University of Technology, Dalian 116012)
Wu Shuhua Hou Yunde
{ National Laboratory of Molecular Virulﬂgy.and Genetic Engineering, Beijing 100052)

Abstract  With the enhancer detecting vector pKN; a genomic SM f{ragment about
355bp long was found to have prokaryotic enhancer-like properties. The smaller frag-
ment was obtained by cutting a larger M {ragment with Bst E I . It can enhance the ex-

pression of CAT gene in its cognate host strains (E. coli) by 3~7 times.
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FROF: AGFHEREEETHEM FENG—FRE AR
Gong Qinghong et af. : A further study on the enhancer-like Plate I

M fragment in Escherichia coli JM103 genome

A. pSM (43, pSM (—), pGSM EA R BB E & @ik B
3, 6. 13 ADNA/Hind I Marker
1.pKN, fi# EcoR I, Pst I 8§, 2.pSM (+) AH EcoR T, Pst 1 B4, 4. pM1.6 A # Sma T B, 5. pKN,
BEHSma Tl B, 7.p5M (+) % Smal, Pst T B#, 8.pSM (—) Hi 4 Smal, Pst 1 B8, 9.pML. 6 3
Smal, BstET &M, 10.M (EcoR 1, Hind N 847 & pM1.6 4> X B BstE T 8%, 11. pGEM-3Zf (—) &
#, 12.pGSM A ¥ EcoR T, Pst [ B #, 14. pGEM-3Z1 (—) f # EcoR 1 B

B. pSM (43, pSM (—) FH R K LE LT,
a. TERFE, 1.pSM (+) EHAE, 2.pSM (~) FLHEH, 3.oM1. 6 8. Wi, 4. pK N F3: HigxeE,
b. Southern Zx 3 .1, pKN; B EcoR ¥ ,Pst [ B, 1B 02.2. pM1. 6 i EcoR 1 ,Pst 1 854, fE 25 18,3, ADNA/

Hind T Marker, 4.pSM (+) E8H ¥ EcoR T, Pst 1 %, 5. pSM () EEHE EcoR 1, Psr | ¥
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