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AR L5 4% B Rk B A T 10 B PE & B U4 4F

v FAER AEL FRE ErAE

(PEBERBEDRTFEWEDHEAFRERE G50 100080) CHEBFRREHIF LR 10001

W T EAPCRY N, WHME (Nicotiana tabacum cv. NC8Y) S T MR b
FREZBRAMBHT, FRAMTERN, ZEDFE 1303 P EER, SOMEHEFI LR, #
TR R RN 99. 4.

X3 wHHRE, BT, e

AR T T R ARG AMRBE ENAFEYSMH. Hi, E
AR E R R REER S . 87 S SHME 21 $IE 200 i i R BG40
BEHARTE, RPEk, Bk, KESHYNMRFEETEE B TRH R
%EIJ N

0 BB T - EREHERNS HERNER, RIE, Mariani
HOMAEEHPERRELE (TA-29) WEHTEHWEMERBENERESHE
%, FEGEEERERICHBERE. X—FRFAT AR ER TREAREE
UFRTNFRS, REEENMIELHE RN ENE. S, BRI EEEET
KHBERRLERN TAWENT, FRES - ARNE SRR E
(barnase) —iEFA “TE” WD, UMAHEETRERRTHERETHME,

1 #EfF

1.1 #4
M E (Nicotiana tabacum cv. NC89); Tag DNA BSEF, Wil Promega 28] ; H4&
B W B Bochriager mannheim, New England Biolabs.
1.2 PCR 3|y
W B Seurinck HEN FFH X514, HWAINWHY o' ¥4 551N T Hind I #1
Neco I fii .
"1, 5'-ACAAGCTTCGTGTTTGACGGTGTA-3
Hind X
I; 5-CGCCATGGTAGCTAATTTCTTTAAG-
Neo 1

B EREREDH RN EDEETEM B SR PO,

FICSCHR LR EFRPENFRREDH RN M LS.
* B EE.
EIF 1995 7 A 4 B,
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1.3 PCR I3

BRI, 308k (40 MR IENUE DNA, DL DNA 38, 94°C 30s, 54T
1min, 631C 2min 3 EFR; RIF4C 308, 65°C Imin, 72°C 2min FI7ATEFY RS
FTREH.
1.4 PCR P03 0% B FF 5447

PCR 7=#y 8 (/5 , % Hind B 5§ Neo 1 SEH, FLREFIFR pBY6. 55, KSR
AN BLW SERE L ABI A4 F)373A BIBOG & SN A 32 T 5 .

2 HEREW®

2.1 MEEHBEREIEETA-2923F
K7 bE

AR M LIk 4 BT R B PCR ¥ K/ 8y
1.3kb. (1), L3140 LMl B Al
¥ .PCR P4 E 5, % Hind T 1 Neo 1 XX
BE4, hE R pBY6. SRR EH A KR pTA-
CP, £mMilsrihvfail, WIERMEIER.
2.2 TA-29B50F 8IS

¥ pTA-CD s i3 A b Bt TA-29 )8 31
Filt1T .,?fUE&@];F%IIVEﬁ’G)JEI%g ﬂ}ﬁﬁ;
F 1§ Hinc I #. EcoR I {3 s 3647 W32 BE I

Bl TA-29% 3578 PCR i FEo WF NI 2, [ P Cla T {8 2
Fig. 1 PCR amplification of TA-29 promoter pBYS. g °.

A. 1kb DNA ladder, B. PCR produet FRairaE R, JFIEBIH TA208
Hihd m Hinc II Eco RV NcoI ) z“j]-?ﬁlli()(ﬂ"{ﬁ% %’ﬁ. AT; TATAbox Hj
4 | | HRAE — 8O B (WE3). 5 Seurinck™ 218
— T s B B 31 9 R A SRR

Rl BEBRREEH9. 1%,
%’Jﬂ%ﬁﬁ]lﬁ%ﬂ‘%ﬁf‘%mé@fﬁﬁfﬁ
> = FRATERBIFUA Ee2 —RIEWEL
T YT G SEERNABEEMSHERK
B2 TA-290 5T 0 A= FOHRMMB PCR HARME R TRT

Fig. 2 Strategy for sequencing TA-29% pro- 1.3kb W TEIE S D R R Al TA 20 8
rli‘l:irqhowésuhdones Arrows indicare F» FMETHEHTFHLFEILHIE A
sequencing direction PCR "3BT RNA BEEP (barnase),

RNA B2 FE (barstar) KIFBRTIFFEE (bar), IR s F 4 B 52 B AW ITE
£ pBIL21, T MY FRE R, K barnase L barstar ZE Y ZIEL R 7
Fik TA-2955 fsﬁ?é"]ﬁﬁfﬂA%?iﬁ’l‘i’%iﬁﬁ*ﬁﬁ%ﬁ?{tﬁﬁﬂﬂﬁ%@ (Brassica napus L. )
“RUIEY @ FR RS2 Al 547, BRI T HRERMENATREMKRER RREFR. R
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WACHESE . WEIEHH  FAEE B2 T8 W EUF 915 8

Z49

GACGGTGTAA

ATCATATGTIA

TTGATACTTG

GCTRACCATGG
VAR L L.

TTGCTTCTTT

AGGCTCGTAT
T
TTTCTCCGGT

TTTCAACATT
PR AP
CATTTCTARC

(a} Ang CTTCGTETTT 13

{b)G.A
TATTARTTTT

T
AGTGATTTAG

E3 B (Nicotiana tabacum cv. NCR9) d TA-29
BHTHFEY (2> RESCHECHFI G) #ihE
Fig. 3 Sequence of TA-29 promater from tobacco(adand its comparison with the reported data® (b>
underlined regions show primers for PCR
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Cloning and Sequencing Analysis of the Promoter for an
Anther-specific Gene from Tabacco -

Peng Renwang Zhou Xuerong Zhou Yihua' Fang Rongxiang Mang Kegiang
(Laboratory of Plant Biotechnology, Iititute of Microbislogy. Academia Sinicay Beijing 100080)
(Institute of Genetics, Academia Sinica, Beijing 100101)1

Abstract  The upstream regulatory region of an anther-specific gene was amplified
from Nicotiana tabacum cv. NCB89 genomic DNA by polymerase chain reaction. After
cloning into Hind I and Nco I sites of pBY®6. 5, this fragment was subcloned and then
sequenced on ABI 373A autb—sequencer. The results indicated that the cloned fragment
contained 1303 nucleotides,  and shared) a sequence homology of 99. 4% with that from
Nicotiana tabacum cv, Samsun. The putative TATA box showed at the position— 80
(“A”of the start codon ATG was designated as “+1”). The cloned fragment should fa-

cilitate the anther-specific expression of foreign genes in transgenic plants.

Key words Anther-specific expression , promoter, tohacco:
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