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Cloning of D—xylose (D-glucose) Isomerase Gene in

Streptomyces

Zhu Xueliang Wang Yuzhen Huang Zhen
Cui Tac Huang Wangzhi

Liu Jing

Niu Liwen Xu Xun

(Depariment of Biology, University of Science and Technology of Chine, Hefei)

Genomic DNA from Streptomyces M1033 was digested with BamH I,
then electrephoresed, Southern transfered and hybridized , The probes
were Ampullariella sp, strain 3876 D-xylose isomerase (D-XI} gene and
oligonucleotides correspunding to the amino acid sequences of Streptom-
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yees M1033 D-XI, A strong hybridizing band of about 15 kb was found,

. The 920 kb DNA fragments were recovered from the gel, cloned into
EMBL 3 vector and screened with the same probes, The 13 kb insert
DNA from a positive plaque was digested with Sall, A 2.5 kb DNA
segment of the digestion was then subcloned into pUC18 (Assigned pUB1),
Restriction mapping, partial sequence analysis of pUB1 displayed
high homology with the S, violaceoniger, On the other hand, pBU1
was found to exhibit complementation with xyl-E, coli strain HB 101 on
M, medium in which D-xylose was the sole carbon source, Therefore,it
is concluded that there is Streptomyces M1033 D-XI gene in the pUBI1
clone,
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A, BEFEDEHADNALYSouthern s

Southern hybridization resuli of the chromosome DNA

a, BUEEMEEEE R Agarose gel electrophoresis

M. Marker, A-DNA/HindH; 1. Chromosome DNA cleaved with BamH]; 2. Chromoso-
me DNA cleaved with Psi] .

b. #HBEE® Autoradiography, probe. Amprliorielle sp.strain 3876 D-X ] gene

B. DNA®#%# Ligation of DNA ’

1—3, EMBL 3 cleaved with EcoR I and Bam H I, on each of them there are three segmen-
ts. The top one is left arm 1e,8kh. The bottom one is right arm a,8kb; 4,5, Isolated 9 —20
kb DNA/BamH [ fragments; 6. after ligation

C, D, M#IEEDNAK S  Analysis of DNA from a positive plague

C. BWRssBE Lk Agarose gel cletrophoresis

M.Marker, A-DNA/Hind¥ 1, DNA/Sall; 2. DNA/Sph], 2 DNA/Siul; 4. DNA/BamH],
D, #HHE® Autoradiography. probe: Ampullariella sp, strain 3sveé D-XI gene
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