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Fig.2 Restriction endonuclease map of the s’-flanking region

of bovine ©-s1 casein gene
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Fig.s Alignment of partial sequence of bovine ¢-s1 casein gene
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labeled PCRso0
1. ADNA +Hind[ +EcoRI
2, AAA1+ Sall
3. AAA1L+EcoRI
4, 2JAA1L+Sall+EcoRI

EcoRI/Sall}y %, Fi##5.9kb EcoRI/Sa
FEULES), '
(2) Fo-s1BEGEEREMAIL
TEREg ) K BR 6 3F 5 M % B 1) B 0 A o
LAAL DNAZBamIII Bg 475 3] 7 &
~20kb} B, #£Sallfn BamHI W E 14
Fl2,6kb, 11KbFI &N B K okb,21kb
PIEBEE, InEe, HAAAALEA
FBAUH—4 BamH I {7 &, HE & &
EMBL3 7 B4 & Sall2.ekb, T & &
AAAl BamH T /Sall B4 2,6kb, 11kb
Fritaril 2= pUC19, pAT153 BamH I /
Sal T fir 5, A 57 #EpBS2,6,pSB11,
pPSB11 DNA £ BamH1I /EcoR T |

© P ERFRMEDHRAATIKESHEEL http://journals. im. ac. cn



38 RIS da-sIBEEFEREL

Fe Ltk R R R E T 4 T R4 223

B 5 AAALN K BT E 8547
Fig,s Orientation analysis of the insert
fragment of 1AA1
Left. 1,0% agarose gel electrophoresw gtai-
ned with E{Br
Middle. Southern blot hybridized with 32p-
labeled bovine «-s1 casein gene cDNA
(p184)
Right. Southern blot hybridized with 3p-
labeled PCRsoo
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3, AAAL+Sall+EcoRI
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Fig.7 Restriction endonuclease analysis of the subclone pSBi1 (vector pATi55)
of the inserted {fragment of 1AA1. 0.3% agarose gel electrophoresis stained
with EtBr,
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Fig.s Restriction endonuclease analysis of the subclones pEBs3,3 (vector pUCie),
pSE7.5 (vector pUC1e), pSBi1 (vector pAT153) of the {ingerted fragments
of AAA1, 1.2% (Lanel—16), 1.5% (Lane17-25) agarose gel electrophoresis

stained with EtBr,
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Cloning, Characterization and Partial Sequence

of Bovine a—s1 Casein Gene

Chen Ruihuan Wang Bo Zhang Yuzhi Liu Wel
Zhang Jingpu Lao Weide
(Institute of Biophysics, Chinese Academy of Sciences, Beijing)

We have isolated a clone trom a bovine genomic library in EMBLS using
the probe with 57 portion including - 660 to 158 bp of the bovine a-sl
casein gene obtained by PCR, Hybridization assays with probes of both
the full length ¢cDNA and 5/ flanking fragment of o-s1 casein gene, rest-
riction enzyme mapping and partial sequence analysis indicated that the
fragment cloned spans 5,7kb of the first part of the gene and 8kb of its
upstream flanking region, and has some divergence in resiriction enzyme
map compared with the published, and has a few muiaiions, deletions-
among the gene cloned, the PCR-generated fragment and the published
sequence in either exon, or intron or flanking rogion, and all the deleti-
ons occurs at the sites of repeat sequences,

Key words

Bovine a-s1 casein gene; 57 flanking region; cloning and characteriz-
ation; DNA secucnce
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