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3 79004CT B 168 H B FF 51 2 7 B 32 e 26

AGA coT SOT GAT GAA ATA AAS CAG TCA GGT G&T CTT ATG CCA AGA GGA CAR AGT BAG TAC

TTT SAC CGA GGT ACT CAA ATG AAT ATC AAC CTT TAT GAT CAT CGA AGA GGR ACT CAS ACS
GEA TTT GTT AGG CAG GAT GAT GGA TAT G6TT TCC ACC TCA ATT-AGT TTG AGA .51 GCC CAC
TTA 4T6 GET CAM BCT ATA TTG6 TCT §6T CAT TET ACT TAT TAT ATA TAT GYT ATA G0C aCT
GCA CCC AAG ATG TTT AAC GTT AAT GAT GTA TTA G4 EVCA TAC AST QCT ZAT (CA GAT 6.’11\
CAM GAG GTT TCt GCT TTA 5848 GCA TAC AGT COT CAT CCA GAT GAA CAA GAG 6TT TST coT
TTA G4T GGG ATT CAA TAC TGO CAAM ATA TAT GGA TGS TAT CoA GTT CAT TTT G656 6TG CTT
GAT GAMA CAA TTA CAT CGT AAT AGE GGC TAC ABA GAT AGA TAT TAL AGT AAC TTA GAT ATT
GLT CCA GOA GTA 2AT SGT TAT 55A TTS GCA 66T TTC GCT CUG GAG CAT AGA GCT T6G AGG
GRA GAG CLG TGS ATT CAT CAT GAC CC3 CU6 66T 18T G465 AAT GCT CCA AGA TCA TCG ATS
CaeT RAT ACT TGC GAT GAA AAR ALC CAA AGT CTA 66T GTA AAA TIC CTT GAC SAA TAC CAA
TCT AAA GTT AAA AZA CAA ATT TTT. TCA G3C TAT CAA TCT GAT ATT GAT ACA CAT ART AGA
ATT ARG GAT &AM TTA TGATT AAA TTA AAA TTT GGT GIT TIT TTT ACA GTT TTA LTA TCT
TCA GCA TAT GCA CAT GGA ACA ©CT CAA AAT ATYT ACT GAT TTS T27°5CA GAA TAC ChT AAC
ACA CAA ATA TAT ALG CTA AAT GAT AAG ATA TTT TCG TAT ACA GAA TCA CYA GCT GGA AAA
AGA GAL ATC GCT ATC ATT ACT TTT AAG AA'? B6ET GCA ATT TUT TAA GTA GAA GTA CCA GGT
AGT CAA CAT ATA GAT TCA CAA AAA AAA GOG ATT GAA AGG ATG AAG GAT ACC CTG AGG ATT
GCA TAT CTT ACT GAA GCT AAA GTC 3AA AAG TTA TGT GTA TG& AAT AAT AAA ACSE CUT CAT
GCG ATT GCC GCA ATT AGT ATG GCA AAT TAA GAT ATA AAA AGC CCA €07 CAG T3 80T TTT
TTE TGU TTC GAYT GAT

B4 79004 BEAEBY S AEBEREY
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EHRRPCTS2FIA B FTRIpCB3, H3XFH
ABBE T #025 BE il 4.
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RmEn., XGELRNERRSERNEZT
BREHEmRNA, T8 SEBEHBIERAE, FFLL,
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- chain coding sequence -

ct-1  CCA AGA..TCA TCG. ATG AGT AAT ACT TGC GAT
ct-z AGG ... TCG ATG AGT AAT -ACT TGC ‘GAR

CT-1  pro Arg Ser Ser
CT-2 Arg 7= Ser

Ser  Asn Thr Cys‘Asp
Ser Asn Thr Cys Acp

W5 CT AN EE$Cla] fANRERREI K
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MOLECULAR :CLONING OF THE Az AND B SUBUNITS OF
VIBRIO CHOLERAE ENTEROTOXIN IN ESCHERICHIA
COLI K-12 AND THEIR SEQUENCING

Zhu Di Liu Yanging Jin Qi* Liu Hanmin

(Insiitute of 'Epidemiology and Microbiclogy, Chinese Academy
.0f Preventive Medicine, Beljing)

(Institute of Virology, Chinese Academy of Preventive Medicine, Beijing)*

This paper is to report the -suboloning of CT gene from a recombinant plas-
mid carring V', cholerae 79004 stram (Eltor b1otype 1solated in China)CT DNA,
The restriction mappmg and nucleotlde sequencing ot the CT were performed,The
cloned CT BamH I fragment of the plasmid p551 was 21kb in size, A CT Pst]
fragment could be cloned from p551 into pBR322, the resultmg recombmant
plasmid- was designated as pCT52,In.an. a.ttempt to obtain the A~B* in gene,Cla I~
Bgll fragment of pCT52 was inserted into the locatmn betWeen Cla I *BamH};

sites of pBR322, such recombinant plasmlds was pCB3 'I‘hese clones, pCT52,. :
pCB3 were homologous w1th LT B gene A restnction mapping of pCT52 Were '

obtained using common enzymes

Utilizing M]3 clon1ng~cha.1n termination sequecing method, the nucleohde, _

of A2 and B subunits gene of 79004 was analysed The sequencmg deta showad'
that there is one nuclectide dlfferent from the data pubhshed by Lockman, ‘Het'
al,, but no significant differece in gene structure There might be no alteratlon

in CT amino acid sequence by deducing,
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