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CLONE OF THE BACTERIOPHAGE T7 LYSOZYME GENE

Cui Daoshan Lian Yongning Xu Yongrui
Li Dianjun Song Lanzhi
(Institute of Biophysics, Academia Sinica, Beijing)

Plasmid pBR322 and its derivative conlaining strong promoier $18 of bacte-
tiophage T7 RNA polymerase were used as vectors, A fragmeni of bacteriophage
T7 DNA which was digested with tWwo restriction endonucleascs Ava I and Haell
wag cloned in BamIl I site of plagmid pBRS22 and ils derivative respectively,

¢+ The inserted DNA. is 632 base pairs It containg the complete coding sequen-
ce- of both T7 gené 3.5 and weak promoter - 3,8 for bacteriophage T7 RNA
pol-ymerase,_ The function of T7 gene 3.5 is known to make bacieriophage T7 ly-
sozyme, Transformants that carry recombinant plasmid were lested for intracellular
lysozyme by adding’ CHCI,, Both cloned strains produce' active T7 lysozyme,The
product of gene expression, T7 3,5 protein, was analvsed by 10—20% gradient
polyacrylamide-SDS electzophoresis, The result showed that expression of incerled
T'f gene 3,5 in pBR322 derivatives s stronger than that in pBR322,
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T7 lysozyme; T7 promoters gene cloning

B

Exptapation of plate

1., mEmfpLArfpLAzm sy kR
" TFlectropharesis’of recombinant plasmids
-Electrophore&s was carried out on & 3 —209% polyacrylamide gradient gel. | . BamHI digestion:
A, pBRaz2z B, pLA1 C, pLAz, T. Rsal digestioms A.The HindI digestion T7 DNA as stax~
dard ((1)2,74kb (2)1,89kb (3 )1.64kb (4)1.41kb (5)1.13kh (6)0.96kb (7)0.82kb (8)0.71
- kb.¢ 9 20.57kh (10)¢.45kh (110.35kb (12)0,21kb (13)0.12kb] B, pBR3zz C. pLAt D, pLAz,
[ . Hinfl digestion; . The HiedI digested T7 DNA as standard (Seel-A) B. pBR3zz C.
pLA1 D, pLAz -

2, HBEHERETHHARSHT :
The elecirophoresis of producis expressed by cloned gene, The electrophoresis was cerried out on

10—20% polyacrylamide-SDS gradient gel. A.Suspension of disrupted cells harbouning pBR32z,
B. Suspension of disrupted cells harbouning pLA1, C. Suspension of disrupted cells harbouning
pLA2, D.Pure egg lysozyme as marker
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