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MOLECULAR CLONING OF 11S SEED STORAG E PROTEIN
'GENE OF CHINESE CULTIVAR SOYBEAN
“ZHONG YOU 83-14”

Du Jie Liu Yang Fan Yunliu

(Laboratary of Molecular Biology, Biotechnology Research Center,Chinese
Academy of Agricultural Sciences, Beijing?

Cosmid genomic library of Chinese cultivar Soybean “Zhong You 83-147,
which contains high seed storage protein up to 49%, was constructed using
plant cosmid vecter pEND4K, Sizes of plant DNA in genomic clones are 30—
35kb,

The libraty was screened by colony hybridization using the radicactively
labelled legumin gene cof Vicia faba, Screeming about 10x10* recombinants
with a legumin gene as a probe yield 11 clones, This result shows that there
is homology between legumin gene of Vicie faba and of, Chinese cultivér Soy-
bean “Zhong You 83-147,

The differences in hybridization strength and restriction mapping suggest
that these clones may contain different genes cf legumin gene family, Molecylar
clening of Chinese cultivar Soyhean legumin gene is a basic step for seed
crop improvement by genetic engineering and may provide a model for study of
high expression of Soybean legumin gene,

Key words

Plant cosmid vector; cosmid librarys high seed storage prctein contents;
legoming homology .
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Du Jie et al, :Molecular cloning of 11S seed storage protein gene of Plat I

chinese cultivar soybean “Zhong You 83-14”

3, TEHE B W R O E 3 okb F B
11 fliliwh Xbal, ki BEaekb
12 i nh Sall, #BIN32,7kb, 15.3kb
7 fLiw#y3okb DNA; 1—10f58 % & & kb FEMDNA
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a. Preparation of 3okb fragment of plant DNA, by centrifugation through a sucrose density
gradient
Lane 11:) Xbal larger fragment is 24kb
Lane 12:3 Sall g2,7kb and 15,.3kb
Lane 7: 30kb fragment
Lanei1—Lane1g: Different DNA. fraction from sucrose gradient
b, Autobiography of in situ colony hybridization
A B, are positive control
C,D,E,F,G are positive cione
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