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Abstract

To clone mouse phage antibodies against H-Y antigen from a phage antibody library

DENG Zhi-Bang' and CUI

Fab ELISA
Fab

three cycles of affinity

enrichment of the mouse phage antibody library with male spleen cells and two cycles of nonspecific absorption with female spleen

cells were performed. The presence of mouse Fab on the phage surface was determined by ELISA and sequence analysis. 9 of 15

strains can bind to male spleen cells with the specific activity. Recombination rate of the phage antibody library clones is 60% .

Sequence analysis of the PCR products of plasmid DNA of ES clones show Vi and Vk had common characteristics shared by other

known variable region of antibodies. The mouse phage Fab antibody could be used for identifying H-Y antigen and for the

development of sex determination of early embryos in mammals.
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2 4.4 x 10" 1.3x10° 3.3x1076
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Montpellier France
1 Xbal Xho |
2
Fig. 1  Analysis of recombination rate of the phage antibody
2.1 library clones are named 1 ~ 5
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>Wlgi| 4097823 |gb|U69608. 1|MMUEY608 M vuz musculus variable Ig light chain mRNA,

partial cds Length=33%

Score

Identities

462 bits (233), Expect

Ze-127
0/273 (0%)

= 263/273 (96%), Gaps

Strand=Plus/Plus

Query 42 TGCAAGTCCAGT CAGAGCCTTTTATATAGTAT CAAT CAAAAGAACTACTTGGCCTGGTAC 101
(RN e R NN RN R AR RN
ghijct 67  TGCAAGTCCAGTCAGAGCCTTTTATATAGTAGCAATCAAAAGAACTACTTGGCCTGGTAC 126
Query 102 CAGCAAARACCAGGGCAGTCTCCTARACTGCTGATTTACTGGGCATCCCCTAGGGAATCT 161
(RN N N N NN RN
Sbjct 127 CAGCAGARRCCAGGGCAGTCTCCTAAACTGCTGATTTACTGGGCATCCACTAGGGAATCT 186
Query 162 GGGGTCCCTGATCGCTTCACAGGTTTTGGAT CTGGAACAGATTTCACTCTCACCATCAAC 221
FEEEETEEET Rl PELEREEEE PEEr e e |
sbjct 187 GGEGTCCCTGATCGCTTCACAGGCAGTGGAT CTGGOACAGATTTCACTCTCACCATCAGE 246
Query 222 ATTGTGAAGGCTGAAGACCTGGCATTTTATTACTGTCAGCAATATTATAGCTATCCGCTC 281
[N R e N NN
Sbict 247 AGTGTGAAGGCTGAAGACCTGGCAGTTTATTACTGTCAGCAATATTATAGCTATCCGCTC 306
Query 282 ACGTTCGGTGCTGGGACCAAGCTGGAGCTGAAA 314
FEEEETEEET e e et e e
sbijct 307 ACGTTCGETGCTGGGACCAAGCTGGAGCTGAAA 339
ES5 Fab
Fig.4  Comparison of cloned ES Vk with GenBank database
Callier de Perles Collier de Perles -
- 3
. - . Ry
ADGOHIBLT [T3primer AU L2 Laprimer N
e g ]
" I)_ \_/I
TN i
! 5
; I \/:<|

SN

¢

=0Ty

v

AN

G
aar

-y

{=1
SOl

A B
(=

"\"(

o {E L
Tl |")) :-n:.J
W5 )
RPN ARy O]
LR B
oo A B, ¢
| =|Hl izriwl “T

E5 Fab
Fig.5 Structure prediction of E5 Vi and Vk
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