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Table 1 Sequence of probes with different length and mutant site
Probe length/nt Sequence G-C contents
1 20 TCTACTGGTCTGCCTAAAGG 50%
2 20 mutant TCTACTGGT TGCCTAAAGG
3 40 CATGAACTCCTCTGGATCTACTGGTCTGCCTAAAGGTGTC 50%
4 40 mutant CATGAACTCCTCTGGATCTA |G| TGGTCTGCCTAAAGGTGTC
5 40 mutant CATGAACTCCTCTGGATC |A| A |G| TGGTCTGCCTAAAGGTGTC
6 40 mutant CATGA TCCTCTGGATCTACTGGTCTGCCTAAAGGTGTC
7 40 mutant CATGAA TCCTCTGGATCTACTGGTCTGCCTAAAGGTGTC
8 60 TCTACTGGTCTGCCTAAAGGTGTCGCTCTGCCTCATAGAACTGCCTGCGTGAGATTCTCG 53%
9 60 mutant TCTACTGGTCTGCCTAAAGGTGTCGCTCT |C| CCTCATAGAACTGCCTGCGTGAGATTCTCG
10 30 GACAAGACAATTGCACTGATCATGAACTCCTCTGGATCTA 499
CTGGTCTGCCTAAAGG TGTCGCTCTGCCTCATAGAACTGC v
GACAAGACAATTGCACTGATCATGAACTCCTCTGGATCTA
11 80 mutant

TGGTCTGCCTAAAGG TGTCGCTCTGCCTCATAGAACTGC
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Table 2  Analysis of three results of gene expression profile of normal mouse breast grand tissue part of controls and cytokins

Probe 1 2 3
cv
Signal intensity ~ Modified  Signal intensity ~ Modified  Signal intensity  Modified
Positive control 21000 / 28000 21000 16800 21000 <10%
Negative control 230 / 325 244 180 225 <10%
GAPDH 16500 / 20800 15639 12900 16125 <10%
IL-10 18600 / 24400 18346 14700 18375 <10%
GMCSF 12500 / 16400 12331 9400 11750 <10%
NGF 3700 / 5100 3836 2900 3625 <10%
* Signal intensity value of each probe got from average of three spot.
3
cDNA Cutoff
RNA RNA
OD 5y / ODg 1.8
PCR 285/18S 1.5
c¢DNA 40 ~ 80nt
PCR
20nt 40 nt
60 nt 80 nt
rpoB
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Abstract A new method for the preparation of oligonucleotide microarray for gene expression detection was found. The key
techniques and standards of quality controlling for preparation of oligonucleotide microarray was explored using gene of human
23kD highly protein and Luciferase and mouse cytokine-associated genes. By the using of a software system MProbe oligonucle-
otide probes were designed and BLAST. All the probes have a very high specificity i.e. except target sequence the similarity
between the probe and non-target sequences is less than 70% and the hairpin structure are not exist in all probes. All the probes
have the same length 40. GC contents in all probes are in a narrow scope from45% to 55% . All the probes are modified with
amino at 5" or 3’ terminal. The satisfied images with good sensativity and very high specificity were obtained by the using of the
methods above and also using of positive and negative controls and some internal controls house keeping gene to quantitate and
balance expression of genes. High specificity good sensativity and stablity have been verified by three continuous experiments
using the oligonucleotide microarray to study gene expression profile of normal mouse breast grand tissue . The oligonucleotide mi-
croarray for expression detection prepared using our method have high specificity good sensativity and stablity et al. It may be

a more advanced method for analysis of gene expression profile.

Key words gene expression profile oligonucleotide microarray mouse cytokine
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