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Fig.3 The Western blotting of NE2
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E patient 3 6. Monoclonal antibody 16D7 against a linear epitope in 27 2% NE2 PBS
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Table 1 The main peak of recombinant protein NE2 in MALDI-TOF-MS HCCA matrix
Peak No. Observed m/z Deduced charge number Expected m/z Deduced oligomer status
1 11167.39 2 11548.51 Monomer
2 22899.18 172 23097.02 Monomer/Dimer
3 34630.97 2 34645.53 Trimer
4 45887.14 172 46194.04 Dimer/Tetramer
5 57597.06 2 57742.55 Pentamer
6 69350.73 172 69291.06 Trimer/Hexamer
7 92655.76 12 92388.08 Tetramer/ Octamer
8 116512.86 172 115485.10 Pentamer/ Decamer
9 139705.91 12 138582.12 Hexamer/Dodecamer
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Fig.5 The hydrated dynamic semidiameter of NE2 solved in PBS
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The Study of Aggregate of the ORF2 Peptide of Hepatitis E Virus
Expressed in Escherichia coli

LI Shao-Wei ZHANG Jun HE Zhi-Qiang GE Sheng-Xiang

GU Ying LIN Jian LIU Ru-Shi XIA Ning-Shao™

The Key Laboratory of Ministry of Education for Cell Biology and Tumor Cell Engineering
Xiamen University ~ Xiamen 361005 China

Abstract A fragment of hepatitis E virus open reading frame-2 ORF2  located from amino acid residues 394 to 604 was ex-

pressed in E. coli. The recombinant protein NE2 was found to form homodimer mostly in SDS-PAGE  which can be dissociated to

monomers when treated with urea and it was recognized more strongly in its dimeric form than the monomer by HEV reactive hu-

man serum in Western blotting. Besides many aggregated form of NE2 from dimer to at least hexamer can be seen in MALDI-

TOF-MS. And when the hydrated dynamic semidiameter of NE2 moleculars in PBS was measured as about 4nm by Dynamic Light

Scattering DLS  being equal to tetramer but with high polydispersity which suggested that the NE2 moleculars were existed

in PBS in many different sizes. These results suggested that the recombinant NE2 can aggregate into several oligomer forms the

association in the dimer is most strong and dimers can assemble further to form some super-structure .

Key words hepatitis E Virus ORF2 assembly dimer prokaryotic expression
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