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Fig.1 TUNEL assay in T'. cuspidata cells induced by additional taxol
A. Control TUNEL negative reaction with the blue nuclei B.TUNEL positive

reaction in taxol-treated cells with brown nuclei
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Fig.2  Agarose gel electrophoresis of DNA fragments of Fig.3 Isolation of ¢cDNA fragments on the sequencing PAGE
T. cuspidata cells induced by additional taxol 10mg/L A B. Control groups C.Induced group TITG 1 ~ 8 showing
the different expressed ¢cDNA fragments
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50%
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Fig.4  Analysis of TIGT1-8 by RNA dot-blot
Total RNA samples were hybridized by DIG-labeled antisense probes.
Northern .
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Induced-effects by Additional Taxol in Suspension
Cultures of Taxus cuspidata Cells

MA Zhen-Yi WANG Yan-Dong YUAN Ying-Jin"
Department of Pharmaceutical Engineering School of Chemical Engineering and
Technology  Tianjin University — Tianjin 300072 China

Abstract  Apoptosis was induced by taxol treatment in suspension cultures of Taxus cuspidata cells. Differential display tech-
nique was used to investigate the induced-gene expression between the taxol-induced T'. cuspidata cells and normal control . Eight
different expressed ¢cDNA fragments were cloned and sequenced. These differential expressed fragments were further confirmed by
Northern blotting hybridization with their original total RNAs. The result showed that three of the ¢cDNA fragments were from con-
trol RNA and five of those were from taxol-induced T'. cuspidata cells. The homology of the sequences revealed that one of the
clones had 86% homology with ABA-responsive protein gene sequence in Arabidopsis thaliana two of the clones had 50% ho-
mology with endochitinase precursor in tomato and the other 5 clones which might be new gene fragments had no significant ho-

mology with the known gene sequences in GenBank/EMBL/DDB].
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